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INRVVLVGRLTRKDVPDELRYTSPSNGI

AASVAGTRTFSTLMVAVNRAQTFSTNAQNQSGDEREADF INCVAITWRRKSQAENFLVANFLMTRKKGSLAIVGVEDGR I
LQTGRSNYEGNQ

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 30095 BSPH RS22350 WP 008177953.1 MINRVVLVGRLTKDPELRYTPNGIASTRFTVAVNRAFSNQQGEREADFINCVAWRKQAENLANFMRKGSLIGVEGRIQTGSYEGQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!! !*!**!*!!!!!!!!! !!**!!!*!!!**!!!!*!!*!!*!!**!!*!
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QGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRTNTGGSTEGAQSGPRAQSPGDGASQGNQFYGNEGSNGNQTSGNYGNSNQGQPQSYFYGGGQNPDQNQPQFGGANMQNPGNQGRRSNYGGDSAGFYQTQSNPQPQPTGMNAQPANQAGY

NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQ........................SGFTSPQQTGNAPAA 146
NTDB id 30095 BSPH RS22350 WP 008177953.1 DGKRVYTTDVVADSVQFLEPRNGSGAPAP.....QYGGGQTYGNNQPSYGGGQPQQQFGGAMPGQGSYGGDAYQQNQPPMNQPNY 165
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGG..GQYFGGGQNDNPFGGNQNNQRRN...............QG 148
consensus *!*!!**!*!*******!!****** * *** *** ! ** ***** * *** * ** * * ***

logo

T
N
N
R
S

F
T
V

D
N
Q

A
D
EDPFANDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 NNTQADPFANNGQAIDISDDDLPF 170
NTDB id 30095 BSPH RS22350 WP 008177953.1 TRVDEDPFANSKGPIEVSEDDLPF 189
NTDB id 113 BSU 40900 NP 391970.1 NSFNDDPFANDGKPIDISDDDLPF 172
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X non conserved

X similar

X ≥ 50% conserved


