logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 30063 SPH RS14095 WP 000601691.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

1

1

1

1

1

1

FK | FRRLAAKE Hﬂkﬁ i VMBW W

AILTF -
sk ok ok ok ok sk sk ok ok ko kk ok |k || !*! [ B B Ix | l* * |

e A\/L A\/wvw

T RLRSDIFNRV DYSNMETIKKFSIPSLLWIRTTND TQ Q IpMG QVVTYGPIMA WA [@®KTIINGEIS MWIN
T RLRSDIFNRV DYSEAEIKKFSIPSLLTRTTN TQ Q IWMG QVVT GPIMA WA IKIY EWT
111 1

A R I O T B S I B S A 3 I Ixlx |

oLl Thgpnarely sstist
AJK L F
H:‘slalm o

TT\/{ kL WSHD%NS I8 VR\/\/RAYEDYQP)EKFKRVN UL VNR{ )

VLMY AFP QFJH G S TRESLTG RVVRAYNAEDY QK FEWRUNI|DAL T LNLFVNRLMA NP Mif4 SSGL
VLMjg 'AEP - Q3] SIATRESLTG RVVRAY EDYQDT KRENKNLT LNLLVYRLMS NP Mpwy SSGL A
]

.*III*III*I [ P sk D I xd 111 xxl

| AYY%NDA& TOVTALK AARRWFSD WEsSHA o vt LR R LALS ey

IYWIGAY NDLY: ¥R | FSDM VENISY AN
IYWIGAY NDPSNIPMTSVTAAKGA [EWIR FSDM VFRSYAMQVVVGFMMMVAIFITLPRALVSAKRINEVLALNSSVHFKEY]

3k 3k 3k 3 K Xk %k %k %k %k %k k Xk

SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN

>k >k >k 3k 3k 5k 5k 5k Xk %k >k >k 3k 5k 5k 5k %k >k >k >k 3k 3k 5k >k 5k % %k >k >k %k 3k >k >k > %k >k >k >k 3k >k >k > % %k >k >k >k %k 3k > > % %k >k >k >k >k > > > % %k >k >k %k % > > % % > > > % > > > * %k %k % %k % % %

NKVEY [PQRAVLFSCT IRSNIAFCQSDQAP LODAK I EALE LAQAKNFVEEKEKCLDTEVAQGCTNFSCLQKQRLAI ARALARK

NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLATIARALARKP)
K ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok K K K ok K ok K ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k >k ok ok ok ok kK k

EILTFDDSFSALDYKTORLRNDLAKKTKE' TKL IVAGRISTI DADR ILVLDQCKWCQUTHKELLANNDIYQE | AYSQLSKEE

EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQETAYSQLSKEE

>k >k 3k 3k 3k 3k 3 3 X %k >k >k 3k 3k 3 3 X X %k %k %k %k 3k 3 > X X >k %k 3k 3 3 3 X X % % %k % 3 3 > % X %k > %k 3k 3 > 3 X % % % % % 3 > > X %k % % % 3 > > X X % % % % % 3 3 % % %k % % % % %

71
85

156
170

241
255

273
340

273
425

273
510

273
595



LENCK

NTDB id 30063 SPH RS14095 WP 000601691.1 ..... 273
NTDB id 369 SMU RS04255 WP 002263293.1 IAAEY 600
consensus * ok ok ok ok

non conserved
B similar
>50% conserved



