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NTDB id 425 SGO RS10525 WP 012131081.1 A G LEKYDVITK DDHEI S D QSALYJHSIJ J@IK TYYR GKE TT IKLMKS DDLSSE 397
NTDB id 30060 SPH RS11925 WP 000681601.1 ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLESH 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLESH 393

NTDB id 215 SPD RS10945 WP 000681597.1 ANGHLEKYDVITKVDDKEIASSTDLOSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLESH 393
NTDB id 181 SPR RS10425 WP 000681597.1 ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLESH 393
NTDB id 145 SP RS11450 WP 000681597.1 ANGHLEKYDVITKVDDKEIASSTDLOSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLESH 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 [Ne:IRN QLAY Q)G NY SISy )RRy IR R NN GNR Q[N 0NN HR OREN eI e Nf] . 393
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