logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1
593 KW2 RS05130 WP 021037147.1
167 SP RS11275 WP 000867616.1
30056 SPH RS11770 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1
202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.
535 SMSK321 RS10515 WP 000867726.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1
593 KW2 RS05130 WP 021037147.1
167 SP RS11275 WP 000867616.1
30056 SPH RS11770 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1
202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.
535 SMSK321 RS10515 WP 000867726.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1
593 KW2 RS05130 WP 021037147.1
167 SP RS11275 WP 000867616.1
30056 SPH RS11770 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1
202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.
535 SMSK321 RS10515 WP 000867726.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1
593 KW2 RS05130 WP 021037147.1
167 SP RS11275 WP 000867616.1
30056 SPH RS11770 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1
202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.
535 SMSK321 RS10515 WP 000867726.

consensus

=

L URETRE ... ERUAGRARGUA Qe et | A R ILKRRY

NNYSLPQIK.RFL.V.H 7VEREQVE - PPET CIEDER HEE ARGRIF GEVEGDW
ENYL

BLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRVRSDQT
BLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSHIBMLEEWYLPIGAYYCRECLLMKRVRSDQT
BLDYLGRLFTENELT] EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRVRSDQT
BLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRVRSDQT
NLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIP
EEERQLAEKLPAMRKEKGKLFCQRCNSTIR

[AEERQLAEKLPAMRKEKGKLFCQRC SRIR
*okok | * e orokk 1ok | T !

R DIBLBGELIRCL Tl e A KL

::DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL

D VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL

D VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL

D VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLEL
DYy

VAL . L SERRPLe LRI O (A RIEL A

lPRLQAAF TTS IMAEIEQ EPYRYTQLV WTTHQLLKFYZIAFDg IVDEVDAFP VDNPYLINVAVIY [eKiy (N0
Ne §YFR PLVVIIT HQLL F[{ AFDLLI DEVDAFP FIDNEMLY|gA BN KRN GEgl
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST
NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATST

R EAR AR Lt Lol AL MRV L R

Q
NELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQF
NELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQF
NELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQF

NELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQF
NELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQF

* kK NN * PEEEEEY| *

164
168
157
157
157
157
157
157
157

249
251
240
240
240
240
240
240
240

333
323
325
325
325
325
325
325
325



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
30056 SPH RS11770 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
30056 SPH RS11770 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

sy TRLEOlOAFAELTILISTT

Q
ILT T ILERGVTFE DVFV N IRH@NFTKS LIQ GRVGRPEISRPTGIR BFFHJ]

A

PNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD
PNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD
PNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD

PNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD
PNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD
PNEKIGFVSS TE RLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD

PHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHD
Lk * R NN EEN e ETE N

LS HAIRE O e,

445
430
432
432
432
432
432
432
432

K| non conserved
B similar
> 50% conserved

VT VFEARU RS RS R LD

418
408
410
410
410
410
410
410
410



