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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 MSNARRGHMGGHGGGMSGEKAKDFKTAMKRLLSYMKRYRPQMACMFVFAIGSTVFSIIGPKILGKATTELYTGLVSKING 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK... 58
consensus ******************* !* * * *!*! !** ** *! ! !* **!!! ! ! * !! !***
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 GSGIDFGKIAAILLWVLGLYMVSALFSFIQGLIMTGISNNVTYNLRKDISAKINRIPMKYFESRTHGEILSRITNDVDTL 160
NTDB id 370 SMU RS04260 WP 002263294.1 ...IDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLM 135
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 QASINQSFTQLITSVTMLVGVFIMMLSINVYMTLAAVLILPVSMLIIGKVMKHSQKYFQAQQRYLGEVNGQVEEIYSGHN 240
NTDB id 370 SMU RS04260 WP 002263294.1 TQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHN 215
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 VVKAFNKEEEVIRTFEETNEKLYTSGWRSQFFSGMMMPIMQFVGNLGYVMVALLGGFMVIKGKVMVGDIQAFFQYIRNFT 320
NTDB id 370 SMU RS04260 WP 002263294.1 VVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFT 295
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 QPIQQIAQVTNMLQSSAAAAERVFEFLDEEEEDQIVENPVDISHIEGNVEAKHVAFGYNPDHLIIHDFNGVVKAGQKVAI 400
NTDB id 370 SMU RS04260 WP 002263294.1 QPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAI 375
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 VGPTGAGKTTMIKLLMRFYDVNSGEILIDGHNLKDFNRPQLRELFGMVLQETWLFHGTIMENIRYGRLDATDEEVIAAAK 480
NTDB id 370 SMU RS04260 WP 002263294.1 VGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAK 455
consensus !!!!!!!!!!** !!!!!!*! ! ! !!!*!**! !* *** !*!!!!*!!!!*!!* !!* ! * !!! !!!!!!
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 AAHAHHFIMSQPGGYQMELNEETSNISQGQKQLLTIARAILADNKILILDEATSSVDTRTEERIQAAMDNLMKGRTSFVI 560
NTDB id 370 SMU RS04260 WP 002263294.1 AVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVI 534
consensus ! * !!!! * ! !! ! *** *! !!!!!!!!!!!*! ! **!!!!!!!!!!!!!!!! !! !!!*!! !!!!!!!
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NTDB id 300530 DQQ01 RS04130 WP 111918637.1 AHRLSTIRDADLILVMKDGDIIEQGTHESLLAAQGFYANLYNSQFEKAEAV 611
NTDB id 370 SMU RS04260 WP 002263294.1 AHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!!!!! !!!!!!!*!! !!!!!*!* !*! *!!!! !!!!!! !*
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