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NTDB id 300440 DQ228 RS07715 WP 014608614.1 80
NTDB id 300 STER RS07485 WP 011681496.1 80
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AME IIEKIKEYKIIVICTGLGLLVGGFFLLKPAP|ITH 71
NTDB id 493 SM12261 RS04300 WP 000387351.1 . 71
NTDB id 153 SP RS04730 WP 000387344.1 AMEATIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH K 71
NTDB id 263 KZH43 RS04195 WP 000387330.1 BMEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
NTDB id 222 SPD RS04535 WP 000387330.1 NMEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
NTDB id 188 SPR RS04295 WP 000387330.1 AMEATITIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
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NTDB id 300440 DQ228 RS07715 WP 014608614.1 SKNMRUARCEVNYV NIZEARYTINK E €AY T)o] VIR ELNeleMywoD NSRBI A SEIINENEIRNAY A NIMDIINVSVLDQTSTGQVSDKG 160
NTDB id 300 STER RS07485 WP 011681496.1 TVDVKGAVERIPG 'YPNLI@AG  RVENDYY 'QIXAGG 'TEPAD | KS 'NLAELS|  SDEIX 'Y VERYKINERNRUSAARIeE ey Nelahusynlide] 160

NTDB id 521 SMSK321 RS04960 WP 000443804.1 DLITVDVKGAVKSPGIYDLEVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE [\S Q3T s ES[EA 145
NTDB id 493 SM12261 RS04300 WP 000387351.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEARS Q Q5 GIZGT 145
NTDB id 153 SP RS04730 WP 000387344.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEALSQQ T s GNIGT 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSQQ T s GIRG T 145
NTDB id 222 SPD RS04535 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEASQQ T s GIRG T 145
NTDB id 188 SPR RS04295 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSQQ T s GI8GT)| 145
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NTDB id 300440 DQ228 RS07715 WP 014608614.1 231
NTDB id 300 STER RS07485 WP 011681496.1 Q Q 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 JRSSI¥SK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 153 SP RS04730 WP 000387344.1 ASSINSSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 222 SPD RS04535 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 188 SPR RS04295 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
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X non conserved
B similar
>50% conserved



