logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

400
391

FSA28 RS09375 WP 002263441.1
SMU RS09005 WP 002263441.1

30042 SPH RS10785 WP 000265625.1

276
235
201
166
506
534

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

400
391

KZH43 RS09235 WP 000265622.1

SPD RS09865 WP 000265622.1

SPR RS09400 WP 000265622.1

SP RS10350 WP 000265622.1
SM12261 RS00975 WP 000265657.1
SMSK321 RS0102610 WP 000265640.1

FSA28 RS09375 WP 002263441.1
SMU RS09005 WP 002263441.1

30042 SPH RS10785 WP 000265625.1

276
235
201
166
506
534

consensus

KZH43 RS09235 WP 000265622.1

SPD RS09865 WP 000265622.1

SPR RS09400 WP 000265622.1

SP RS10350 WP 000265622.1
SM12261 RS00975 WP 000265657.1
SMSK321 RS0102610 WP 000265640.1

AR LT LG LA, ARTOROEGES e S

WILF MG ARR G E NSO RE IR AR VWA TER QN QAL SASKESL IBD LNQIL AKDNF{E@IL TP H[ER SENHKQE
MIRQUIKK KAGVLLYA 'J§ AIFSLIGLQFYLNREYVARRANIAEY SEEY(A S AT
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MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFNLGQVSYQNKK
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! B I T %1 Dok |k o ko ! NNy
S KKE T HHRCERY R
GEME IEL TDGQSFMREN CHTENKEGEGK . . FSANKEF TKSIFEEFEL . . . . . . . . 129
GEME IEAIL TD G QSYMRIIN CYTENKINUGK . . FSPINKBF TK SV HFRK . . . . .. . . 129
TILVTHVR T)3 ) 137
TELVTRVRTDR 137
TELVTRVRTDR 137
TELVTRVRTDR 137
TELVTRVRTDR 137
TRILVTHVR Tj3 137
TELVTRVR T/ 137
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X non conserved
B similar
>50% conserved



