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NTDB id 1111 NGFG RS09220 WP 003689814.1 .MSDLSV...LSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLP............LTDDESRTFNLM 64
NTDB id 300333 DQF64 RS10440 WP 112742507.1 .MNCFTFLSDDLWLALALAGLLGLCVGSFLNVVIHRTPLIMNREWRKDTAWFLGTQSDLNPKHVNPIQDVIANDIPISLS 79
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPE............QPIIDHEKLTLS 68
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPE............QPIIDHERLTLN 68
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEY............KIEPPKETLTLS 64
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEY............GITPPEGKLTLS 64
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NTDB id 1111 NGFG RS09220 WP 003689814.1 KPDSCCPKCRVPIRAWQNIPIVSYLL.LRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISL 143
NTDB id 300333 DQF64 RS10440 WP 112742507.1 FPPSRCPKCNHQIRAYENIPVLSWLILLRGKCSGCGNPISMRYPSVELITALLSVLVIYTLGANIAGALGLIYLWILITL 159
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 KPASSCPACHQPIRWYQNIPLISWLV.LRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIAL 147
NTDB id 1061 ABD1 RS18470 WP 001152280.1 KPASSCPACQQPIRWYQNIPVISWLV.LRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIAL 147
NTDB id 1403 DSB67 RS12675 WP 010643256.1 VPRSSCQQCGTQIRIRDNIPVISWLL.LRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAA 143
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LPRSTCPHCQTPIRVIDNIPLLSWLA.LRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAA 143
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NTDB id 1111 NGFG RS09220 WP 003689814.1 TFIDADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWL 222
NTDB id 300333 DQF64 RS10440 WP 112742507.1 TGIDFDTQLLPDRLVFPLGMIGLMANTQNIF.TSLGSAVWGGLLGFLSFWSVAKLYALITKKDGMGAGDFKLLGAIGAWL 238
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 TFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 1061 ABD1 RS18470 WP 001152280.1 TFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 1403 DSB67 RS12675 WP 010643256.1 TFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
NTDB id 1170 A1552VC RS11080 WP 000418747.1 TFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
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NTDB id 1111 NGFG RS09220 WP 003689814.1 GISALPVLIFVSSLIGLVAAIVMRVA....KGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 300333 DQF64 RS10440 WP 112742507.1 GVSMLPFLILVSAVLGSIVGVVLMRLRGE..SRAFAFGPYIAIAGIIALLWGNDI...MSWYLNMYKV... 301
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 GPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 GPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 GWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
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X similar

X ≥ 50% conserved


