
logo

MAMSAM
R
S
G
L
VNKVI ILLVIGNRVLGNQRDPDEMVRTYSMPSNGDGTEAFVCATNI

F
L
T
S
I
VATSEQSTWRNDRKAMQNTGQEQRRKVEKQVRTEWHNRVIAVTFLVMF

V
Y
G
R
R
K
Q
LAE I

V
V
AGEQYVLRKKGDGSKLQI

VYFIVL
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 300059 CHD70 RS09645 WP 043856290.1 MASRGVNKVIILGRVGQDPEVRYSPSGTAFANLTVATSEQWRDKQTGEQKEQTEWHRVAVVGKLAEVVGQYVKKGDQIYF 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!**!*!!**!**!*!*!******!!!!*!*!* *!***!*!!!!********!!**!*!**!! *!*

logo EGKMQRI
L
K
R
Q
S
TRKYWQGDKQNSTDGI

Q
E
DRTYSATYTDEVINQVGVAQVGI

YNDG
N
I
E
V
L
MKQMLDGSGTRAGSNDQSEGQSNKGSDQGGFMQAAGPGAYENQDGQREGMSYGW

QN
SQAVEAPAYQTRNPYANQGGSWYGSQDQNPSQYRAQQPNAKNPSNQDFAHNPGQSGPHMNP

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPA.....QQSRQPASDAPSHP 147
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPA.....QQSRQPAPDAPSHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 300059 CHD70 RS09645 WP 043856290.1 EGMLRTRKWQDQTGQDRYTTEIN.VGINGVMQMLGGTGDSKQ.QAADR...................QS........... 128
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM..N.VPAQ....QGSWGQPQQPAKQ.HQPM 151
consensus !!****!!*!** !**!******* ***!!*** ** * *** * * * * ** ***

logo

A
Q
T
E
Q

K
R
S
A
A
P
P
A
Q

P
A
Q

A
P
Q

Q
S
Y
R
K
R
S
P
Q
A
T
P
A
Q
V
H
Q
Y
P
N
A
A
E
A
PPMVDEMNDI

FDDDIPFAPVTLPFPRHAIHAI
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF............... 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF............... 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKPAAQAEPPMDNFDDDIPF............... 180
NTDB id 300059 CHD70 RS09645 WP 043856290.1 .QKPQQQSSPTQHNEPP.MDFDDDIPFAPVTLPFPRHAIHAI 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QQSAPQQYSQPQYNEPP.MDFDDDIPF............... 177
consensus * * *** ***!****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


