
logo MKRASLSYDKR IYKSQEYLASTLGTI EQYRSLFGSYSLTVDEDTVFAMVASDNGELYLRACEQSAVPQYCVKHPPVWLTFYKMKCGRPSVMTLN
NTDB id 299917 CHE29 RS09530 WP 053530142.1 MRALSYDRIYKSQEYLASLGTIQYRSLFGSYSLTVEDTVFAMVANGELYLRACEQSVPYCVKHPPVWLTFMKCGRPVMLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !* !!! !!!!!!!!!!*!!!! !!!!!!!!!!!!*!!!!!!! !!!!!!!!!!! *!!!!!!!!!!!* !!!!*! !!

logo YYRVDESLWRDNQLQKQLVRLSKYSLDAALMKEKHSSTR I
N
L
T
Q
R
E
HRLKDLPNMS

TFHLEATI
LLGNESVGIKDEVNRAMLR I

VLGAKMCWLRLRQQSN
NTDB id 299917 CHE29 RS09530 WP 053530142.1 YYRVDESLWRDQQQLVRLSKYSLDAAMKEKHSRILQHRLKDLPNMTFHLETLLNESGIKDENMLRVLGAKMCWLRLRQSN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!!!!!! ! !!!!!!!!!!!!*!!!**! *!!!!!!!!*!!!! *! ! !!!! !!*!!!!!!!!!!!! !

logo

P
SLLVTEVKI

VLFYAMLEGAIAIG I
VHEAALPAVASRRQELADEWADHSLTAPGKQEFPAELE

NTDB id 299917 CHE29 RS09530 WP 053530142.1 PLLTVKVLYALEGAIAGVHEAALPASRRQELADWAHSLTAG........ 201
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *!*! !*!* !!!!! !*!!!!!! !!!!!!*!!*!!!* ********

X non conserved

X similar

X ≥ 50% conserved


