
logo

MTSGI
MEQDLFI EHNATKQDEYILLDMNERAGLFAGMSLTAVDQTEKQKHNNRKGGSASDI

V
L
I
Y
F
HI
L
A
T
S
V
S
AG

A
R
I
L
V
M

E
S
P
I
P
Q
L
S
M
L
M
Y
F
V
I
K
R
L
I
V
S
H
N
DGKDEYIMLVDLMTRAPKRMLQVIQELGVP IDSPSW

G
N
E
F
K
V
L
A
E
R
T
P
K
L
E
P
A
F
M
L
M
T
D
S
E

G
V
P
A
H
A
D
P
E
S
K
M
Q
E
D
I
T
V
A
D
T
G
I
R
H
E
Q
K
N
A
R

T
I
M
L
L
M
V
I
D
R
F
H
T
Y
A
G
Q
E
S
D
M
V
I
L
T
M
D
T
N
Q
E
D
Q
H
A
R
K
R

Q
L
Q
R
Q
A
S
K
R

S
I
D
E
F
Y
I
K
T
Q
E
Q
E
T
N
F
K

NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQ..........GEAL.SVADVTALLHAMMDDARQAEFKQT 65
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPV..........NKTPMSPEMTRETVHGVMNEQQRREFTEN 66
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPV..........SKTKLDGDMIAQLIDSITTQKQRQEFIET 66
NTDB id 29966 HM1 RS02455 WP 012281683.1 ....MQIHDILMLATEKRASDVHITVGRPPLFRINGKLMPMQELGVPIDSPWLRPLMPPDTDALVRQVLNEKQLASFEQK 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQ..........GFEPLSASDTRKLMYSMMNERQQRIFEEK 70
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRI..........NLPEMSAEEVGNMVTSVMNDHQRKIYQQN 66
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRI..........NLPEMSAEEVGNMVTSVMNDHQRKIYQQN 66
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKL..........GVPAFTHSDVHRLIFEIMNDAQRSEYEEK 66
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKL..........GVPAFTHSDVHRLIFEIMNDAQRSEYEEK 66
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKI..........NLPPLEHKDVIKIIYDIMNDRQRKEYEEF 66
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKI..........NLPPLEHKDVIKIIYDIMNDRQRKEYEEF 66
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRI..........NLPPLEHKQVHALIYDIMNDKQRKDFEEF 66
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRI..........NLPAMDHKQVHALIYDIMNDKQRKDFEEF 66
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ....MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRI..........NLPAMDHSEVHNLIYDIMNDKQRRDYEEK 66
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI..........NLPALEHKDVHRLVYDIMNDKQRRDYEEK 66
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI..........NLPALEHKDVHRLVYDIMNDKQRRDYEEK 66
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI..........NLPALEHKDVHRLVYDIMNDKQRRDYEEK 66
consensus *** **!****** *!!*****!********!***** *** * * ** ****************

logo

G
F
H
R
LEALCVTNDLFASVYIFLSVAEANRILVDGARPADEGNKKNSILVEGARFRVSNVAFFMQRYHNI

T

Q
A
G
S
R
N

D
E
N
G
R
M
N
S
L
G
S
V
C
P
A
S
A
G
G
M
AVMILFR I

L
R
TI EPLTSNQREVTKPIVRPLSTPFILMADHEQEDMLHDKGMALGPDKSPQETVIVLFAIRSQKNRTEDKVMLI STCAI

L
M
R
E
S
N
D

R
T
A
F
V
S
Y

E
S
K
P
N
K
RGMIL IV I

LFVSVTGAPTGTSGKSTSTMLASAVMTVLIQGND
NTDB id 1177 A1552VC RS01165 WP 000422572.1 REANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTG 143
NTDB id 1203 PSJM300 01605 AFN76401.1 HECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIG 145
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQ 146
NTDB id 29966 HM1 RS02455 WP 012281683.1 GEVDLSYAVPA.IGRFRVNAFRQRGSSAMVLRIIPLKPPSFHELGLPEVLATLARRPNGLVLVTGPTGSGKSTTLAAMID 155
NTDB id 1307 DR RS10055 WP 010888596.1 RELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMID 149
NTDB id 1086 NMV RS00245 WP 002218487.1 LEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMIN 145
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NTDB id 1283 ACE17W RS02630 WP 010947729.1 FETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVID 145
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NTDB id 1040 H0N27 RS13360 WP 000355489.1 LETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLD 145
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 YRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCM 223
NTDB id 1203 PSJM300 01605 AFN76401.1 YRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCL 225
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVF 226
NTDB id 29966 HM1 RS02455 WP 012281683.1 LINTERAEHIITLEDPIEFLHRHNKSIVNQREIGIDSHSFAGALRAAMREDPDVILVGEMRDLETIATAITAAETGHLVM 235
NTDB id 1307 DR RS10055 WP 010888596.1 HINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVM 229
NTDB id 1086 NMV RS00245 WP 002218487.1 YINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVF 225
NTDB id 1116 NGFG RS10615 WP 003690200.1 YINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVF 225
NTDB id 1185 GTF74 RS11940 WP 000350195.1 YVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVF 225
NTDB id 1176 A1552VC RS01160 WP 000350195.1 YVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVF 225
NTDB id 1283 ACE17W RS02630 WP 010947729.1 YINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVF 225
NTDB id 1259 GCO85 RS10305 WP 010947729.1 YINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVF 225
NTDB id 1194 PAKAF RS01995 WP 003084552.1 YLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVF 225
NTDB id 1202 PSJM300 01600 AFN76400.1 YLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVF 225
NTDB id 1020 ACIAD RS04210 WP 011182164.1 YINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVF 225
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 YINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVF 225
NTDB id 1060 ABD1 RS04380 WP 000355489.1 YINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVF 225
NTDB id 1040 H0N27 RS13360 WP 000355489.1 YINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVF 225
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