
logo MARKSTKSKSTAKRTYF IVCQSNCGAYAENHSPKW
Y
M
S
LGKRCDPAGNCNGAESWNSTSLMFVEEMQVI

V
E
E
K
V
K
S
A
A
E
P
V
A
K
G
N
L
R
A
G
R
A
P
V
A
S
F
R
L
S
T
H
S
G
G
S
E
R
V
Q
R
T
V
E
V
K
Q
TKFPSVMPKI

L
S
T
A
S
E
G
I
V
E
V
T
T
S
K
S
I
D
E
N
A
E
V
P
NRRVTLKSTHQE I

L
M
G
EEF

NTDB id 299511 DOL89 RS05195 WP 119678182.1 MARSSTRYVCQSCGAAHPKWSGKCDACNEWNTLVEEQVESAPKGLGPSRSSGRRVE..FVPLS.GVSKDAPRRLSHIGEF 77
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEF 80
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
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NTDB id 299511 DOL89 RS05195 WP 119678182.1 DRVCGGGLVNGSALLVGGDPGIGKSTLLLQALCRLSQH.TRCAYVSGEEAVDQVRMRASRLGLANAPVELAAATSVRDIV 156
NTDB id 125 BSU 00870 NP 387968.1 NRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYIS 160
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 238 SPD RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 204 SPR RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 169 SP RS00155 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
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LAGPRLVMLEHMVDTVLY
NTDB id 299511 DOL89 RS05195 WP 119678182.1 ASLDVADGPQIAVIDSIQTMYVDTLDSAPGTVAQVRASASELIRVAKRRGITLLIVGHVTKDGQIAGPRVLEHMVDTVLY 236
NTDB id 125 BSU 00870 NP 387968.1 SAIQ.EMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLY 239
NTDB id 279 KZH43 RS00140 WP 074017595.1 AEVE.RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 238 SPD RS00140 WP 074017595.1 AEVE.RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 204 SPR RS00140 WP 074017595.1 AEVE.RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 169 SP RS00155 WP 074017595.1 AEVE.RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AEVE.RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 509 SM12261 RS00130 WP 078228442.1 TEVE.RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
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NTDB id 299511 DOL89 RS05195 WP 119678182.1 FEGERGHHFRILRAVKNRFGPTDEIGVFEMGEEGLVEVTNPSELFLADRRGDITGTAVFAGLEGTRPVLVEVQALVAPSP 316
NTDB id 125 BSU 00870 NP 387968.1 FEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTS 319
NTDB id 279 KZH43 RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 238 SPD RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 204 SPR RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 169 SP RS00155 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 509 SM12261 RS00130 WP 078228442.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
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NTDB id 299511 DOL89 RS05195 WP 119678182.1 LGTPRRAVVGWDASRLAMVMAVLEARCGLAIGANDVYLNVAGGLRVTEPAADLAVAAALVSSLTGEPVPHDAVVFGEIGL 396
NTDB id 125 BSU 00870 NP 387968.1 FGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGL 399
NTDB id 279 KZH43 RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 238 SPD RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 204 SPR RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 169 SP RS00155 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 509 SM12261 RS00130 WP 078228442.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
consensus *!***!***!*!**!****!!!!!*!*!!*****!*!!**!!!****!!!*!!!******!!****!********!!*!!

logo

S
TGEVIRARVSNQRTIDEQRLVIKNEAAKLGFKSTRKMVI ILY I

M
VPAKARNNRSGLDRTSGAWI STKRPLGDPDMKGELI EKQRVI EGLVADTNTLVIAGQDEALVLPRKLTKFSVLQFPTRQMAGKAGRG

NTDB id 299511 DOL89 RS05195 WP 119678182.1 SGEIRAVSQTDQRLKEAAKLGFSRVLMPARRGRSASRGDDGLKRIELDNLGDLLPLFQPTRQMAKGRG 464
NTDB id 125 BSU 00870 NP 387968.1 TGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTK.PKGIEVIGVANVAEALRTSL......GG.. 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVF......A... 453
NTDB id 238 SPD RS00140 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVF......A... 453
NTDB id 204 SPR RS00140 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVF......A... 453
NTDB id 169 SP RS00155 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVF......A... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP.PMEIQVIGVTTIQEVLKKVF......A... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP.PKEIQVIGVTTIQEVLKKVF......A... 453
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