logo

NTDB id 299503 DP112 RS09565 WP 105143703.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 299503 DP112 RS09565 WP 105143703.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 299503 DP112 RS09565 WP 105143703.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 299503 DP112 RS09565 WP 105143703.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 299503 DP112 RS09565 WP 105143703.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 299503 DP112 RS09565 WP 105143703.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

0 Ve et AL T TIRL R A e

MK I BE\F |JIFEVIVVYHEFGHF FAK GILVREFAIGMGPKIFAHTGKDGT YTIRILPLGGYVRMAGWGEDIYTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

ol el L RO

GSPASL LIWWAGUVERINLS[Y Q DE)¥ LPMNVT DIJE KLIJITGLVLIYE KTYJQVDHDATIVEEDGTE RIAPHDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]

QNA%\/ ML THEA:” OF L téFvQ a7k o e ] e ekt

QNA WGRL TNFAGPMNNFILG LVFIILJF QGGVE IgS NE B IN2GGAMQE G MTGDIYI WGENATD SMTEMA T
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|

A e DOy Re GgETt M s s E YO VLAT e LA g Araukar el

IMSKAATDAMTEPEIFDE . \VEHBIEKNRHMSAUT AlSQ VD[EERYR IR RN QNE ' VL@ V(EE AR EVNG A TEIL RMSAT A|RSN A
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQISQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN|

K ok ok ok ok ok ok ok kR kR ok | kokokok | skokokok | kokokokok | Dokokok skok Dok Dok Dok D Eok DD D Dok DD Dok D DT Dok Dokokok Dokokokokokk | Dok | 1|

ALV S L, S L AL A e LAY

ED QNLGGPVANY |QUS QA ERJGL S L{gLM BLSINLGIFNLIPIPALDGGKIVMNI EAIRRKPLUSYEMESYITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|

WLATLAR

AVMVVLMINVTWND IBR\YE F S Re]
AVMVVLMIAVTWNDIMRAF F ]
AVMVVLMIAVTWNDIMRAF F ]

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

319
320
320

399
400
400



