
logo MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPASEVKQDGTAVASDAQLKYAWVSPTTSSGLL IDELTENTTDST
NTDB id 299501 DP112 RS09040 WP 105142167.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPSEVKQDGTAVSDAQLKYAWVSPTTSSGLLIDELTENTTDST 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FGGFMVDI SLMFGFYDGENRKLDDSGLAKAEFDVEKGKKITVSLTGKDYKWSDGEPSFTINDYI FTIKSMASKDYTGI
VRFDDKFLN

NTDB id 299501 DP112 RS09040 WP 105142167.1 FGGFVDISLFGFDGNRKLDDSGLAKAEFDVEGKKITVSLTGKDYKWSDGEPFTINDYIFTIKSMASKDYTGVRFDDKFLN 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !!! !!!!*!!*!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo I EGMKQEFVADGKTASDI SG I
LKKI

VDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK
NTDB id 299501 DP112 RS09040 WP 105142167.1 IEGMKEFVAGTASDISGLKKIDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus !!!! !!! ! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IKE IVNGES ITYVPNEYFYFKGTKQPKTSSLKI
VDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLDESASYEYI

NTDB id 299501 DP112 RS09040 WP 105142167.1 IKEIVNGESITYVPNEYYFKG.QPKTSSLKVDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLDSAYEYI 319
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus !!!!!!!!!!!!!!!!!*!!!* !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!

logo SFNFLGKYDEASAEGKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKSLYNGLYHPAKSL I I SFFGDIHDSELEGYSYDNPEKAKK
NTDB id 299501 DP112 RS09040 WP 105142167.1 SFNLGKYDESAEKNVMDENAKMNDVKLRQAIAYAIDTKTAGESLYNGLYHPAKSLIISFFGDIHDSELEGYSYDPEKAKK 399
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !!! !!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo LLDEAGYKDVDGDGIREGKDGKAEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGIKNSTFYENASVQANDAPAID
NTDB id 299501 DP112 RS09040 WP 105142167.1 LLDEAGYKDVDGDGIREGKDGKEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEINTFYEAVQANDPAID 479
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !!!!!*!!!

logo MYAGGWSTGYDPNPSTGLTWGP IAAFNMSRFVSDENTKLLENAI SSATESFDDKKNVENYKAWQKYAHYEQAFAIPTFESEKI
VTA

NTDB id 299501 DP112 RS09040 WP 105142167.1 MYAGGWSTGYDPNPTGTWGPIAAFNMSRFVSDENTKLLNAISSTESFDDKKNVENYKAWQKYAYEQAFAIPTFESEKVTA 559
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus !!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!



logo

L
VNKRVKNSYDTKNYGSASGNTGI

LAYEGI ELTADKGVAVAEE
NTDB id 299501 DP112 RS09040 WP 105142167.1 LNKRVKNYDTNYGSASGNGIAYEGIELTADKGVAE. 594
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus *!!!!! !!! !!!!!! !*!!!!!!!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


