
logo MI
T
E
G
K
TGFNRYS I LASGSSGNCSFYLETDPKQKKRI L IVDAGLSGKKI STQSLLMAE IDRKPVDEDI

VDAI LVTHEHKSDHIHGI
VGVLARKYGLMD

NTDB id 299490 DP112 RS07465 WP 002935843.1 MIGKGFNYSILASGSSGNCFYLETDKKKILVDAGLSGKKITSLLAEIDRKPEDIDAILVTHEHSDHIHGIGVLARKYGMD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! !! !!!!!!!!!!!*!!!!!* !*!!*!!!!!!!!!* !*!!!!!!**!*!!!!!!!!! !!!!!*!!!!!!!!*!

logo

I
VYANAEALTWQAMDEGSKMI

LGKIDVASQKHI FDELGAKMTI
KTFGDI

LDI ESFGVSHDAACQPQFYRFLMKDDGKSFVI
MLTDTGYVSDRMAVDGI

L
I
V

NTDB id 299490 DP112 RS07465 WP 002935843.1 IYANELTWQAMESKLGKIDVAQKHIFELGAMKTFGDLDIESFGVSHDAACPQFYRFMKDDKSFVMLTDTGYVSDRMVGIV 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!!!!* *!!!!! !!!!!*!! !!!!*!!!!!!!!!!!!*!!!!! !!! !!!!*!!!!!!!!!!! **

logo ENADAGYL I ESNHDI E I LRSGI
SYPSWNSLKQR I LSDKGHLCSNDEDGADEATMI

VRSTLGNKRTKKIYLGHLSKENNI
VKELAHMTMKVNAQL

NTDB id 299490 DP112 RS07465 WP 002935843.1 ENADAYLIESNHDIEILRSGSYSWNLKQRILSDKGHLCNEDGADAMIRSLGNRTKKIYLGHLSKENNIKELAHMTMVNQL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!*!!!!!!!!!!!!!!! !*! !!!!!!!!!!!!*!*!!!* !*!*!!!*!!!!!!!!!!!!!!*!!!!!!!! ! !

logo

A
MQADLAGVDGHVDFKQI

VYDTSPDTALTPLATKI
NTDB id 299490 DP112 RS07465 WP 002935843.1 AQADLGVGVDFQVYDTSPDTATPLTKI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!*! *!! *!!!!!!!! !! !!
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X ≥ 50% conserved


