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NTDB id 299207 DK849 RS01410 WP 029330444.1 pEBRRLeIIRICIGNy 142
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT AIRUQKIAGGIWNAF IDAERJALDPIAY AREALGVN SQPDWGEQ 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEVY ARWAL GVN SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD GEQ 1563
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NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRUQNNGGNEAF IDAEHALDPYY A[NYL GVN SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AJRUQK[NGGIWNA IDAERJA DPIAY AYWALGVN SQPD 140
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NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT SQPDRIGEQALETIfA 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT SQPDRIGEQALEI( 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT GAEF DAEHARDPMY AISL G V]S SQPD GEQALEI( 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT \VMGAF DAEHAJIDPNUY AL G V] SQPD GEQALEI( 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 I EI GPESSGKTT VGAE DAEHAJJDPNUY AISL G V]S SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT SQPD GEQALEIf 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEBEEeISRSIeIQNy SQPD GEQALEI( 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI( 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDRIGEQALETIRA 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDEIGEQALETIRA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIjN 139
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