
logo MKQSLQLRLTSQHLALTPQLQQS IRLLQLSTI
LELHQQELVEQALLTDENPLLERELDNDEPWLDRTSALR I

L
G
LADGAS IVGNAQLQQSSSSAPTEPALPATE

NTDB id 299072 DPH57 RS23210 WP 112939840.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLTDNPLLERLDDPLDRSLRLLADGAIGQQS...APEAPAE 77
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !!*!!!!!! **!! ! !* !!! * ***!** ! !

logo

G
SPPPQAQADNAGAPADHPADEATAEERAYDSGYEGNGPSDEFDSDYGTEGDRSDWSDLDVDGFRANKRGKPQSDEDDDRAPRMPQLERAEASEQHPTLQREFHLMEQLMARPVLTKVLQESPR

NTDB id 299072 DPH57 RS23210 WP 112939840.1 GPPQQADAPAPAEAERYDGEGGPE.......GDSDWSDVGRNKGP..D.DDDARPQLEASQHTLREHLMEQMRVTVQEPR 147
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !!* ! ** !* ! !********* !!!! * !**!*!! !**!! ! !!*!!!!* * !!

logo DKRAGLVEI FL IL IDEASLDDEENGYLETEGSLDEE IHLAGDRLPAEELDEVELMDEELQRATALARLMLQSFDPAVGI
VGARSAASECLATLQI
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NTDB id 299072 DPH57 RS23210 WP 112939840.1 DRALVELIIDALDENGYLEESLEEIHGRLPEELDVEMEELRTALALLQSFDPVGVGARSASECLALQIRKMPGVPLVTRR 227
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAKP 237
consensus !**!! *!* !!* !!! !!*!!** !! !!*!!**!! !! *!!!!!! !*!!!!! !!! !!* *** **** **

logo

L
MALCTIVENKQHLAELWFLAAQRDFYNTKRLKKALDSCVDDEGDELKRAEAHQAELVIRQSCLANPFHPGAHAFAGRSADEVASDFYVVPDVI

VVKRKGTARANGWMVAVQTLNNPDVM
NTDB id 299072 DPH57 RS23210 WP 112939840.1 MALCIVEKHLAWFAQRDFNKLKKALDCDDEDLREAQAVIRQCNPHPGAAFASDVSDYVVPDVIVKKGRNGWVVTLNNDVM 307
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus *!!*!! !! ! !!* *!!!!! *!! *!* !* *!! * !*!!*!!* !*!!!!!*!*! !!* !!*!!!

logo PRLR I
VNADLMYAQS ILLKRQSGSKRGESGAANQLMQSAQKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVASQAIVERQKNSFFSTHGAE I

VAMRPLVLRE IADTL
NTDB id 299072 DPH57 RS23210 WP 112939840.1 PRLRVNALYASLLKQGKGES...QMSAQLQEAKWLIKNMRQRFDTILRVAQAIVERQKNFFSHGAVAMRPLVLREIADTL 384
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !!!!*! *!! *!* *!!!***** !!!!*!!!!!* !!!!!!!!! !!!!!!!! !!*!! *!!!!!!!!!!!!!!

logo GLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKVQFLTVGAEDPKNPLSDSKR IADELMLGEQGFMVI
VA

NTDB id 299072 DPH57 RS23210 WP 112939840.1 GLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQFTGAEDPKNPLSDSKIADMLGEQGMVIA 464
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! ! !!!!!!!!!!!!*!!**!!!!! !*!

logo RRTVAKYREALKIPAPVNSLRKSL
NTDB id 299072 DPH57 RS23210 WP 112939840.1 RRTVAKYREALKIPPVSLRKSL 486
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!*! !!!!!
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