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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQL.FTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 299065 DPH57 RS16405 WP 112938708.1 ..MSSPRVLVVDDEDDLRELLEITLLKMGLDVDSAPDLRQARAHLAAGHEYGLVLTDMRLPDGLGLELVREVAASGRNTP 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEAREL.LAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
consensus ** ***!*!!!!*!***!***!!**!**** *! ***!* * * ****!!!**!!!!*!!*!!* * * **!!

logo

V
IAMVI

L
VTAFYGNSLMTDI

N
TAVIAQVALKAGAFDYFLVSTKPVDNQQLDGVHQRLDREQLLVAQKSTALKNRRLNQRGKNVPAEHPADTAEPTGEAENAPSLVENDKNSLRL IKLGEQRSALPAP I

M
R
Q
Q
ALRAINAQIAGKRKI

LAR
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 299065 DPH57 RS16405 WP 112938708.1 IAVVTAFGSTDNAVVALKAGAFDYVTKPVQLDQLRQLVQSALKLNGPAPAAPGESV.DSRLKGQSAAMQALRAQIARLAR 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE..AEEAPV.DNRLLGESPPMRALRNQIGKLAR 154
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VNCGAIPESTAELMEASELFFGYHRKKGASFTGAAITDEQEDRKDQGFL IFLQSAASHGGSTLMFLD
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 299065 DPH57 RS16405 WP 112938708.1 SMAPIAITGESGSGKELAAREIHAQSSRADKPFIAVNCGAIPEALMEAEFFGYRKGAFTGAADERDGFFQAAHGGTLMLD 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 299065 DPH57 RS16405 WP 112938708.1 EVADLPLAMQVKLLRAIQERRVRKIGATAEEPVDVRIVSATHQDLARCVEQGKFRQDLFYRLNVIELALPPLRERLDDLP 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI...SNPFAS 396
NTDB id 299065 DPH57 RS16405 WP 112938708.1 VLTEAILARLAA..GGPPGVLGPGVLEALRGYSFPGNVRELENVLERALAFANDGVIHVEDLALKGARLVEAGQPEPVSM 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 A...A..QSIQ...TTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTE 468
NTDB id 299065 DPH57 RS16405 WP 112938708.1 LAPAAPAQALADEAPAGMPPLPDLTVLPSNLPEYLERVEREIIVRALAQTQYNRTQAAQLLGISFRQLRYQMQKLNIKE. 474
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............QEGAASL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.. 445
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEQEV 473
NTDB id 299065 DPH57 RS16405 WP 112938708.1 ..... 474
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..... 445
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