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NTDB id 299060 DPH57 RS15015 WP 112938476.1 MFSFFKKKTVTPEATPPV...TA...........................................PASAPAAAAPSP.. 32
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 299060 DPH57 RS15015 WP 112938476.1 ..............ATPDSSLLDFEVETAARPEPKQSWMSRLKAGLSKTSA....NLSVLFVGARIDDDLYDELEAALLM 94
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 299060 DPH57 RS15015 WP 112938476.1 SDAGIDATQYLLDALKRKVKEDKLLDAAAVKGALKELLIDLLRPLEKPFELGR.HQPTVMMISGVNGAGKTTTIGKLAKH 173
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 299060 DPH57 RS15015 WP 112938476.1 MQAHGQSVLLAAGDTFRAAAREQLMVWGQRNNVTVVSQESGDPAAVSFDAVQSGKARGTNVVMIDTAGRLPTQLHLMEEL 253
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 299060 DPH57 RS15015 WP 112938476.1 KKIKRVIGKGMDGAPHETLLVIDGNTGQNALAQVKAFDDALQLSGLIITKLDGTAKGGVIAAIARVRPVPVYFIGIGEKI 333
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 299060 DPH57 RS15015 WP 112938476.1 EDLQPFNAAEFVEALLG 350
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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