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NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPL............AFFLFGLVWACLNAQWALDDRLP 68
NTDB id 299056 DPH57 RS07300 WP 112937097.1 MRGAILGFVGGSALLQLQSALPGTAMLACAALLCCATLALQWRRT..GTSGSLLRIAAGTLAGFCWAAIVAARALAPALA 78
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
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NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELE..DI.HSRHAGLPSRIRLAWYGG....................PEIRSGE 125
NTDB id 299056 DPH57 RS07300 WP 112937097.1 PQDEGRDATVIGTIDSLPAPGQGSTRFHFALEDVLAPAKMAIPPRIALSWYGGDGSL...............TRSVRPGE 143
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESS..DAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQ 158
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NTDB id 1199 PSJM300 12650 AFN78592.1 RWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEA.HG 192
NTDB id 299056 DPH57 RS07300 WP 112937097.1 RWQLKVRLQRPHGNANPGGFDYELWLLEQGVRATGYVRNEGPNRRLAAFV....PTPHNLVQRSRDRLRERILAALADRP 219
NTDB id 1426 RS RS05575 WP 011001070.1 RWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEAR 238
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NTDB id 1199 PSJM300 12650 AFN78592.1 RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGI..WPQRLPWLPWAC 263
NTDB id 299056 DPH57 RS07300 WP 112937097.1 YAGVIVALVVGDQRGIGQADWQVFTRTGIGHLVSISGLHITMIAGLVAGIASWLWRRSFLMPT...LQLPLRLPAQKVAA 296
NTDB id 1426 RS RS05575 WP 011001070.1 YAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGA 318
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NTDB id 1199 PSJM300 12650 AFN78592.1 GLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIF 343
NTDB id 299056 DPH57 RS07300 WP 112937097.1 LAGMLAALGYVLLAGFGVPAQRTLYMLGVVALALWTGRLPGVTHVLALAAGVVVLLDPWAVMWPGFWLSFGAVALILYAT 376
NTDB id 1426 RS RS05575 WP 011001070.1 VAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAA 398
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NTDB id 1199 PSJM300 12650 AFN78592.1 RGRLGV...............PSW........WRA...LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLV 397
NTDB id 299056 DPH57 RS07300 WP 112937097.1 VGRTAVYKQAPAADAPPDQTRRGRPLTRRQRLMQALYGAALTQYAVTLGLVPLTMLLFAQVSVVSPLANAIAIPVVSLLV 456
NTDB id 1426 RS RS05575 WP 011001070.1 RIV........AADARDDVRRPAW....PVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVT 466
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NTDB id 1199 PSJM300 12650 AFN78592.1 VPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLG 474
NTDB id 299056 DPH57 RS07300 WP 112937097.1 TPLALAGGVL.PEPLATPLLLTAHAVVELLVALLRWLSAGRLAVWAAPAPAWWTFALALAGTCWLLAPRGW...PNRWLG 532
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NTDB id 1199 PSJM300 12650 AFN78592.1 TLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSH 553
NTDB id 299056 DPH57 RS07300 WP 112937097.1 LATWVPLLAAQPDAPPAGTLRIVAFDVGQGMAVLVETSGHRLLYDTGPAYGPDADAGSRVIVPYLRWRGIERLDGVIVSH 612
NTDB id 1426 RS RS05575 WP 011001070.1 AVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSH 625
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NTDB id 1199 PSJM300 12650 AFN78592.1 ADSDHAGGALAIQRAMPVGAVLSGEPERLPAA.......LDARSCRTGQRWTWNQVNFSVWRWPQA......TNGNQASC 620
NTDB id 299056 DPH57 RS07300 WP 112937097.1 GDTDHVGGALSLLRAVPAGWLLSSLAPAHPVVQAA....PRQVPCAAGQGWTWDGIRFDVLHPTAASHADGTIKSNARSC 688
NTDB id 1426 RS RS05575 WP 011001070.1 EDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSC 705
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NTDB id 1199 PSJM300 12650 AFN78592.1 VLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAV 698
NTDB id 299056 DPH57 RS07300 WP 112937097.1 VLRIGAPGGTVLLAGDIEAAQETELLARG..ARLRADVLLAPHHGSGTSSTPAFLAAVRPRVAVFQVGYRNRYRHPKAAV 766
NTDB id 1426 RS RS05575 WP 011001070.1 VLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQV 785
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NTDB id 1199 PSJM300 12650 AFN78592.1 LKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
NTDB id 299056 DPH57 RS07300 WP 112937097.1 YERYGALGVERVRTDEAGAVTLWLDG.AVGMTAQRQARPRYWHAR................. 810
NTDB id 1426 RS RS05575 WP 011001070.1 WQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus * !*** !*!***!** !!*** * * **** * *!!*! *

X non conserved

X similar

X ≥ 50% conserved


