
logo MLATELS IKRNFAI IDEESLSTVSFEKRGLTVLTGETGAGKS I I IDA I
V
H
SLLVGGRGSASEF IVRHYGEASKAE I

LEGLFLQI
LEDESGKHPVFLAGKV

NTDB id 298886 DOZ91 RS25300 WP 127778484.1 MLTELSIRNFAIIDSLSVSFEKGLTVLTGETGAGKSIIIDAVHLLVGGRGSAEFIRHGESKAEIEGLFQIEDEKHPVFAK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGV 79
consensus !! !!!!*!!!!!* !*!!!!*!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!*!*!! !!!*!!!! *!* !!! *
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LDMVNSDEGMAI IVLMRRDI SQTSGKSVCRVNGKLVTIAS ISLRE IGRLTL ILDIHGQHDEHNQELLMDEDEERLNHLPQLLDKQFAGGAEEKI
V
A
ESAL

NTDB id 298886 DOZ91 RS25300 WP 127778484.1 AEEFGLDMNDGMAILRRDISQSGKSVCRVNGKLVTISILREIGRTLIDIHGQHEHQELMDERLHLPLLDQFGGEKIASAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * ! !*!* ! ! **!!!!! !!!!!!!!!!!!!!! !!!!!! !*!!!!!!**! !!** !!*!!! !*! * !!!
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NTDB id 298886 DOZ91 RS25300 WP 127778484.1 TEYQKLYKRYETASKQLNGLSQNEQQMVHRLDLIQFQFDEIQKADLKLREDEELMEERKKINNFEKIHEALQTSYNALNG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus !! ! !! ! ! !! !! ! !!!!!!!!! *!! ! ! ! !!! ! !!! ! !!!!!*! !! !!!!

logo EQGHAGI
LDWLVGSMVAMSANNQLEDEAIASDGI

L
D
NEGPLKHKMSSESTVSNSYFYLLEDEATVFSNQI

MRDNMQLDESLDEFYDPTERLVENFYI ESTRLNE IKNQLKRKYGART
NTDB id 298886 DOZ91 RS25300 WP 127778484.1 EQHAIDWLSVAMNNLEEAAGLDEGLKHSSETVSNSYFLLEEAVSNIRDQLDSLDYDTERVEFIESRLNEINQLKRKYGRT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !!***!!* *! *!!* * !*!!* !!*!!!!!*!!!*! **! !! !**!*!!* *!!*!!!!! !!!!!!! !
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NTDB id 298886 DOZ91 RS25300 WP 127778484.1 IEEILEYGAAIEEEVEKLQNRETHIAKLEKEMKSIKADLIVEAKNLSELRQKFAQQLTKKIHQELKDLYMEKTIFEPHFL 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus *!*!!!!* !!!!** * !!**!* ! !!* !* !* !!! !*! *! *! ! !! !!! !!!!!* !***!
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LDLSMVEKFLYI STNPTGEPLKPSLSKI
VASGGELSR I

VMLAI
LKS I FSKSHQQDGI

VTS I I FDEVDTG
NTDB id 298886 DOZ91 RS25300 WP 127778484.1 QTAYTFDE......LSDRGINQSGLDSMEFYISTNPGEPLKPLSKIASGGELSRIMLALKSIFSKHQGITSIIFDEVDTG 474
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus * !****** * * !*! * ! !!!!*!!!!!*!!!*!!!!!!!!*!!!*!!!!! *! *!!!!!!!!!!!

logo VSGRVAQAS IAEKIHYKVAS ITGSQVLC I STHLPQVAAMADTHLFYIAKENLVKRADGRTNTTRSVKPL ISEKQTEKI
V
A
KE IGRMIASGVE I

VTDLTK
NTDB id 298886 DOZ91 RS25300 WP 127778484.1 VSGRVAQSIAEKIYKVATGSQVLCISHLPQVAAMADTHLFIAKNVRAGRTNTSVKPLIETEKIKEIGRMISGVEITDLTK 554
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!! !!!!!*!! !!!!!!!*!!!!!!!!!!!!!*!!! ** !!! ! !!!! !!* !!!!!! !!!*!!!!!
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Q
RHAKNEL ILKQLQADKQRLVKI

TTGS
NTDB id 298886 DOZ91 RS25300 WP 127778484.1 QHANELIQLAKRLKITS 571
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !! !!* ! *! !
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X ≥ 50% conserved


