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NTDB id 1356 HI 0297 AAC21961.1 .MTKKLFYYQASNPLNQKQKGSIIADTKQQAHFQLISRGLTHIKLQQNWQFGAKPKNSEISELLNQLATLLQSAIPLKNS 79
NTDB id 1367 NTHI RS01945 WP 011271971.1 .MTKKLFYYQGSNALNQKQKGSIIADTKQQAHFQLISRGLTHIKLQQNWQFGAKPKNSEISELLNQLATLLQSVIPLKNS 79
NTDB id 298829 CT138 RS06415 WP 112110822.1 MAKIYEFHWKAVDRFQQKRKGRLLSSNREELENRLLTKGYQQIRISRNFVFSQNPKREEISQFLAQLALLVNSAVPLKQA 80
NTDB id 1385 A4U84 RS08520 WP 005711777.1 MNNIYEFQWKGRNRFGQKQTGRQLAESREVLEKRLQQKGYSQLSISRHFALPTAPKKEEINQFMQQLALLIQAKIPLKQS 80
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NTDB id 1356 HI 0297 AAC21961.1 LQILQQNCTQIVLNEWLERLLQSIESGLAFSQAIEQQGKYLTQQEIQLIQVGEMTGKLAVVCKKIATHRSQSLALQRKLQ 159
NTDB id 1367 NTHI RS01945 WP 011271971.1 LQILQQNCTQIMLNKWLERLLQSIESGLAFSQAIEQQGKYLTQQEIQLIQVGEMTGKLAVVCKKIATHRSQSLALQRKLQ 159
NTDB id 298829 CT138 RS06415 WP 112110822.1 LVMILQNCRNIKLHLWLSELIQLIESGYAFSQSLERLNKFIANQEIQLIKMGEQSGKLGLILTNLAESRLKSDKLAKKVK 160
NTDB id 1385 A4U84 RS08520 WP 005711777.1 LVMLLETCQNRTFYRWQQETIRLIEAGFALSVAFKKQGKYINPQEIQLIKMAETSGNLGLILTNIAQRREKSEKLAKKIK 160
consensus ! ** **!*******!** *** !!*!*!*!*******!****!!!!!! **!**!*!**** *!**!* !* ! *!*

logo KI LMF
LYPAVSFIMI

VLAFGI SFILSTLLSTI
L
G
L
ALLVLF IAVPQFAELMYGSSTGKNEGNKQAASELPLTITAE I LFLSLI SHQNCFL IQKEHQQSNKI LNGLTI LFIL ISFFLCFVVLLSACFVF ILLFFIYHLYI

F
F
L
Y
A
N
LKKRGTQDNTLW

NTDB id 1356 HI 0297 AAC21961.1 KIMLYPSMVLGISLLLTLALLLFIVPQFAEMYSGNNAELPTITAILLSISNFLKQNIGILLFFVLSFFLFYYFYLKRQTW 239
NTDB id 1367 NTHI RS01945 WP 011271971.1 KIMLYPSMVLGISLLLTLALLLFIAPQFAEMYSGNNAELPTITAILLSISNFLKQNIGILLFFVLSFFLFYYFYLKRQTW 239
NTDB id 298829 CT138 RS06415 WP 112110822.1 KILFYPAIVLFISFSLSIGLLVFIVPQFAELYGTKEQALPLITEILFSISQCLIEQKNLLFSLFLLAVIFFLFFAKRGNW 240
NTDB id 1385 A4U84 RS08520 WP 005711777.1 KILFYPVFILAISITLSILLLLFIVPQFAELYGSKGKSLPLITEILFSLSHFLQHSILTLIILCVLCFLLIHILNKKTDL 240
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NTDB id 1356 HI 0297 AAC21961.1 FYQKKNQLISITPIFGTIQKLSRLVNFSQSLQIMLQAGVPLNQALDSFLPRTQTWQTKKTLVNDIVLDKEVRSILQWVSQ 319
NTDB id 1367 NTHI RS01945 WP 011271971.1 FHQKKNQLISITPIFGTIQKLSRLVNFSQSLQIMLQAGVPLNQALDSFLPRTQTWQTKKTLVNDMVLDKEVRSILQWVSQ 319
NTDB id 298829 CT138 RS06415 WP 112110822.1 IAKLKISVLSKLPVFRQIIEQARIVFFSQNIALMLNAHIPLDVALKSFLSEK.........SDDPILQKEVEFMLNLLQQ 311
NTDB id 1385 A4U84 RS08520 WP 005711777.1 IKRLKFIILSHIPILKGIIQYSRIIFFCQNSSLMLASHIRLDTVLHSFLANK.........SDDILLQGSLATTLTYLKQ 311
consensus * !****!**!****! ***!** !*! ***!!*****! **!*!!!** ********* !**! ******!****!

logo GYKRALFASDQNGS ILVDNSPSKNDVLFGPLTMDEAML
P
QQMI

L
A
E
QIGEQSGNKVLSAKPLMCLQEQHIASDEGMNYQEQRKLDNHYQIDI

LLSQLMLEPLML
MML

VI
L
I
MGI

V
S
I
L
I
VG I

TI ILMMVGLMYLP I F
NTDB id 1356 HI 0297 AAC21961.1 GYAFSNSVSSDLFPMEAQQMLQIGEQSGKLALMLEHIAENYQEKLNHQIDLLSQMLEPLMMVIIGSLIGIIMMGMYLPIF 399
NTDB id 1367 NTHI RS01945 WP 011271971.1 GYAFSNSVSSDLFPMEAQQMLQIGEQSGKLALMLEHIADNYQEKLNHQIDLLSQMLEPLMMVIIGSLIGIIMMGMYLPIF 399
NTDB id 298829 CT138 RS06415 WP 112110822.1 GYKFSQGINSNVFGLDMPQMIEIGEQSGNVAKMCEHISEMYQQKLDYQIDILSQLLEPMLMLLMGVIVGTIIVGLYLPIF 391
NTDB id 1385 A4U84 RS08520 WP 005711777.1 GYRLADSLDPKLFPTDMLQMIAIGEQSGKLSPMLQQISDGYQQRLDYQIDILSQLLEPMLMVLMGIIVGTILVGLYLPIF 391
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NTDB id 1356 HI 0297 AAC21961.1 NMGSVIQ 406
NTDB id 1367 NTHI RS01945 WP 011271971.1 NMGSVIQ 406
NTDB id 298829 CT138 RS06415 WP 112110822.1 DMGSLVE 398
NTDB id 1385 A4U84 RS08520 WP 005711777.1 DMGAMIE 398
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