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NTDB id 29875 MAE RS17875 WP 041804194.1 .MMKPDSDH...................................LFNE..............................DLEQLLE 19
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGEETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPEAELDA 85
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NTDB id 29875 MAE RS17875 WP 041804194.1 SLEDKDADGDEALEELFGDSINWEESAT....NDLYSTPG.PAPKLEPEDGDDLESLLLENAVVLDSEAIIAIGNP......... 90
NTDB id 1419 SGL RS12550 WP 010873252.1 LFTDEDAP.TTAID.PF.ESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGLHSFAGAD 167
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NTDB id 29875 MAE RS17875 WP 041804194.1 .........NFYDSLEDLEAFLEKPTPPAQPPLPDIFESLEAFLWESPAVDWVAAVEPLKGLESLEIAPESLLEDEFKDLEKLLE 166
NTDB id 1419 SGL RS12550 WP 010873252.1 RVTPLTNEVLLFAAIDDLDGLINAPVLDEEFS....FTELETLIDTPAPKSFATISHPFRL....P.VAMEEDEDEFKDLEALLE 243
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NTDB id 29875 MAE RS17875 WP 041804194.1 ETNQVMAANPAASVSPPVGSKNLRPLVSKAFEQTMRVPIKQLDNLSNLIGELVVKRNRLEEEQDRLRLFLDNLLTCVQHLGDVGS 251
NTDB id 1419 SGL RS12550 WP 010873252.1 QADSSLGGGIAGMG.GARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGG 327
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NTDB id 29875 MAE RS17875 WP 041804194.1 RMQDLYERSLLEGALLASRNSGGAIGYGR.....VQGEN.QGDSAMAGELDALEIDRFTDFHLLSQEMIELIVRVRESASDLQFV 330
NTDB id 1419 SGL RS12550 WP 010873252.1 RMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYL 412
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NTDB id 29875 MAE RS17875 WP 041804194.1 VDETDQVTRSLRQATTQLQEGMTKSRMVPFSQAADRLPRAIRDISLKLDKQAKLKVEGGDVLIDKMLLEHLNSPMTHLVNNAITH 415
NTDB id 1419 SGL RS12550 WP 010873252.1 VDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITH 497
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NTDB id 29875 MAE RS17875 WP 041804194.1 GIESPQERMAKGKPALGTISVRAFLQGNQTVITVGDDGAGIDADQVKRKAIEKGLIGDQEAEHLSPQEVYKLLFHPGFSTKDQAD 500
NTDB id 1419 SGL RS12550 WP 010873252.1 GIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTAD 582
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NTDB id 29875 MAE RS17875 WP 041804194.1 DFAGRGVGLDVVQTSLIDVRGTVTIDSVLGKGSTFTIRLPLTLSICKALCCVSNHARIGFSMDGVEDMKDFRSSDIQMDREGRRC 585
NTDB id 1419 SGL RS12550 WP 010873252.1 DFAGRGVGLDVVRTSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTDEDGQKC 667
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NTDB id 29875 MAE RS17875 WP 041804194.1 VFWQN..TLLPFQPLSELLSYNRQLSRGSFYTGKQEQDSFSIVILRGG.NNLLAVQVDQVIGELEIVIKQIEGPIPKTAGIAGAT 667
NTDB id 1419 SGL RS12550 WP 010873252.1 VKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPPGIAGAT 752
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NTDB id 29875 MAE RS17875 WP 041804194.1 VLGDGTVMPIGDVLELIDIARGRLRTD.NGGLWRQPAPPVGVETRQKSGAMVLIVDDSITVRGLLSLSFSKAGYRVEQARDGQEA 751
NTDB id 1419 SGL RS12550 WP 010873252.1 VRGDGSIMPIADVLELIEIAQGRLRTDSSGGLWRKTLTPTVNEV..HMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEA 835
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NTDB id 29875 MAE RS17875 WP 041804194.1 WEKLRGGLPCDIVFCDIEMPRMNGLELLYNLQKDPRLASIPVALLTSRGAERHRQVAATLGASGYFTKPYTERDLLSAAERMIAG 836
NTDB id 1419 SGL RS12550 WP 010873252.1 WDQLKSGLPCDLVFCDIEMPRKNGLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNG 920
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NTDB id 29875 MAE RS17875 WP 041804194.1 EVLLANSIKATRNQ..........PLSPDATIIDSNPANFFAQSTPRVLIVDDSVTAREMLAISLVKAGYRIEEARDGLEAWEKL 911
NTDB id 1419 SGL RS12550 WP 010873252.1 EVLLPGSTRKTNSILSRFKKARGNFSEEAPTIVRSNPGTL....RSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKL 1001
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NTDB id 29875 MAE RS17875 WP 041804194.1 RAGLACDLILCDLEMPRLNGLELLSRLQEDEQLQGIPVAMITSRGSQKMQHLAAAKGAKGYFVKPYIEDVLLSAAQRLIAGEVLI 996
NTDB id 1419 SGL RS12550 WP 010873252.1 KSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLL 1086
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NTDB id 29875 MAE RS17875 WP 041804194.1 QKDSPAD.. 1003
NTDB id 1419 SGL RS12550 WP 010873252.1 DLAALSADE 1095
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X non conserved

X similar

X ≥ 50% conserved


