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NTDB id 29870 MAE RS09675 WP 002796849.1 MAKSRTIYICSACGAESPQWLGKCPSCDTYGTLEEQVVAGGNNPAVNRPGWQNSRPNNGKGQRNPQPRISVRFSEITQYEQERFP 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPA..NRRAAFSHSV....QTVQK.....PSPITSIETSEEPRVK 74
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSINVNRTK 71
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSINVNRTK 71
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSINVNRTK 71
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSINVNRTK 71
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSINVNRTK 71
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSINVNRTK 71
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NTDB id 29870 MAE RS09675 WP 002796849.1 SGYGEFDRVLGGGIVPGSLVLIGGDPGIGKSTLLLQVTNQLAQRLPRILYVSAEESGQQIKLRAARLGVGVVAVESENNGNGKEK 170
NTDB id 125 BSU 00870 NP 387968.1 TQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI................ 143
NTDB id 279 KZH43 RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD................ 139
NTDB id 238 SPD RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD................ 139
NTDB id 204 SPR RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD................ 139
NTDB id 169 SP RS00155 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD................ 139
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD................ 139
NTDB id 509 SM12261 RS00130 WP 078228442.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD................ 139
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NTDB id 29870 MAE RS09675 WP 002796849.1 KASESTAELDNHLYVLPETDLEEILRELESLRPQVAVIDSIQTLYFGALTSAPGSVAQVRECTSALMQVAKRENITLLIVGHVTK 255
NTDB id 125 BSU 00870 NP 387968.1 ........NNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTK 220
NTDB id 279 KZH43 RS00140 WP 074017595.1 ........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTK 216
NTDB id 238 SPD RS00140 WP 074017595.1 ........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTK 216
NTDB id 204 SPR RS00140 WP 074017595.1 ........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTK 216
NTDB id 169 SP RS00155 WP 074017595.1 ........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTK 216
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTK 216
NTDB id 509 SM12261 RS00130 WP 078228442.1 ........IDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTK 216
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NTDB id 29870 MAE RS09675 WP 002796849.1 EGAIAGPRVLEHLVDTVLYFEGDRYASHRLLRSVKNRFGATHEIGIFEMVDHGLVEVENPSELFLGNRDEFSPGTATVVACEGTR 340
NTDB id 125 BSU 00870 NP 387968.1 EGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTR 305
NTDB id 279 KZH43 RS00140 WP 074017595.1 EGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 238 SPD RS00140 WP 074017595.1 EGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 204 SPR RS00140 WP 074017595.1 EGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 169 SP RS00155 WP 074017595.1 EGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
NTDB id 509 SM12261 RS00130 WP 078228442.1 EGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTR 301
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NTDB id 29870 MAE RS09675 WP 002796849.1 PIVVELQALVSPTSYASPRRSTTGIEYNRLQQILAVLEKRVGIPLSKLDAYVASAGGLGVEEPAADLGVAIAVVASFRDRVVDPR 425
NTDB id 125 BSU 00870 NP 387968.1 PILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPA 390
NTDB id 279 KZH43 RS00140 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 238 SPD RS00140 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 204 SPR RS00140 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 169 SP RS00155 WP 074017595.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 509 SM12261 RS00130 WP 078228442.1 PILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
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NTDB id 29870 MAE RS09675 WP 002796849.1 TVLIGEVGLGGQVRLVSQMELRLKEAAKLGFKRAIVPRGQVYPED..VGLEIVPVGKVIEAIVAAIPPQQRFGEDIEDEEGEGQE 508
NTDB id 125 BSU 00870 NP 387968.1 DCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG................. 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.................. 453
NTDB id 238 SPD RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.................. 453
NTDB id 204 SPR RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.................. 453
NTDB id 169 SP RS00155 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.................. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.................. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.................. 453
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