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LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 298679 DOU31 RS04585 WP 010776361.1 MINNVVLIGRLTKDIDLRYTASGSAVGSFTLAVNRNFTNQNGEREADFINCVIWRKPAETMANYARKGTLLGVVGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!!!*!!!!*!**!!!! *!*!!**!**!!!!*!!!**!*!!!!!!!!!*!!* !!**!!* *!!*!*!!*!!*!!!

logo NYDENQQGQRVFYVTEVQVACVDENSVFSQFLLEPSRKNSTGTGNTGENQSGRNQSSGDGVGQYANSESGQNFSGNVGSTNGVQQSYFNGNSFQEQGSNGFGYAQTNSTDNPNQNPFKGGLNQNQTNGNQNRSAQRNPQAMQAGSFNGNSFGTDNQADVDPF
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYF....GGGQNDNPFGGNQNNQRRNQGNSFNDDPF 156
NTDB id 298679 DOU31 RS04585 WP 010776361.1 NYDNQQGQRVYVTEVVCESFQLLESKSTNENRNSVQSSQNSVTGVQNN.FESNYATNQNKGLNQQNNSQQMSFGGDVDPF 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSP......QQTGNAPAANNTQADPF 154
consensus !!*!!!!!!!*!!!!* *****!!**** ***** **!* *** * *** * * * *!*** * ** * !!!

logo AGNADNGKNQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 ANDGKPIDISDDDLPF 172
NTDB id 298679 DOU31 RS04585 WP 010776361.1 AGAGNSIDISDDDLPF 175
NTDB id 624 LCA RS00040 WP 011373726.1 ANNGQAIDISDDDLPF 170
consensus !* !* !!!!!!!!!!
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