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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 298627 XI02 RS21720 WP 018271556.1 .MAGSVNKVILVGNLGKDPEIRRTQDGRPIANLSIATSETWRDKGTGERKEKTEWHRVVIFNEGLCKVAEQYLKKGAKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS.....QEAYQRPAQQSRQPASDAPSH 146
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS.....QEAYQRPAQQSRQPAPDAPSH 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPA.QTNYNQGGYSDNYAQNNNFNG 151
NTDB id 298627 XI02 RS21720 WP 018271556.1 IEGQLQTRKWTDQSGVEKYSTEVVLQGFNSNLTMLDGRGGGGG.SFSDDAGS.........DFGSSG............. 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMN...VPAQQGSWGQPQQPA.....KQ..H 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 PQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 298627 XI02 RS21720 WP 018271556.1 .P.VSSAPRRAVAAGGGSRNSDMDDDIPF 163
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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