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NTDB id 298617 DOM21 RS00120 WP 102245407.1
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NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE MAKTKPMKLAEVTSINVNRTKTEMEEF 7
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERKTKPMKLAEVTSINVNRTKTEMEEF 7

NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEPKTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF 7
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF 7
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF 7
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NTDB id 298617 DOM21 RS00120 WP 102245407.1 Q 159
NTDB id 125 BSU 00870 NP 387968.1 NRVLGGGVVGSLVLIGGDPGIGKSTLLLQVSEQL S[EE]A L| 158
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV . GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154

NTDB id 279 KZH43 RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 238 SPD RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 204 SPR RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 169 SP RS00155 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVMAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
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NTDB id 298617 DOM21 RS00120 WP 102245407.1 QPRIFL IDSIQTHESEEIPEINYG VSQ REVTMELM BYYKEIN[ETINGF GH TKEG AGP MLEHMVDTV 239
NTDB id 125 BSU 00870 NP 387968.1 l E| ME I E¥NYGSVSQVREMTAELME AKTIRYI|)YIFIVGHVTKEG AGPRJALEHMVDTVL 238
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 509 SM12261 RS00130 WP 078228442.1 VRBJEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234

NTDB id 279 KZH43 RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 238 SPD RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 204 SPR RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 169 SP RS00155 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
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NTDB id 298617 DOM21 RS00120 WP 102245407.1 peaNeB(FGHERRERY N NN IoNReRRAUIK E S(€aRD AU KINRISIAl Y288 319
NTDB id 125 BSU 00870 NP 387968.1 YFEGERHHTFRILRAVKNRFGSTNE GIFEMPANAGLINEVLNPS FLEEREEG EGSSIpg\ MEGTRPILIE QAL P Tiests
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP Tieeyka
NTDB id 509 SM12261 RS00130 WP 078228442.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP Tjeh:

NTDB id 279 KZH43 RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 238 SPD RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 204 SPR RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314

NTDB id 169 SP RS00155 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP TS
consensus N I ook Loe L ookokr 1L | RN



FIAGHTT RIS ARy LKA WOEA LA ST M

NTDB id 298617 DOM21 RS00120 WP 102245407.1 399
NTDB id 125 BSU 00870 NP 387968.1 BFGNIg REFATG DINR|YSL MAVLEKR|GLLLQNQDAYLKWYAGGVKLDEPAIDLA V IASS  DHPIENPIN' CF GE GJEEEEIL
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGEL Gjeier:
NTDB id 509 SM12261 RS00130 WP 078228442.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGEL Gl

NTDB id 279 KZH43 RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 238 SPD RS00140 WP 074017595.1 MFEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 204 SPR RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 169 SP RS00155 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELG 394

consensus NN N N N R I RN I e W R W NEFErTEEE PEEFFEEN Y

| LORIERNEML RO WAL T o VTR e

NTDB id 298617 DOM21 RS00120 WP 102245407.1 458
NTDB id 125 BSU 00870 NP 387968.1 IBZA ANMDE WK IAGISE AN A NI AJXATMRT SLEG 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIZPRIEIQVIGVTTIQEVLKKVF AR 453

NTDB id 509 SM12261 RS00130 WP 078228442.1 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 453
NTDB id 238 SPD RS00140 WP 074017595.1 453
NTDB id 204 SPR RS00140 WP 074017595.1 453
NTDB id 169 SP RS00155 WP 074017595.1 453
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