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VSFGRQNL IG I ITVEKI
V
D
SPDSEVMSFPDTGPRTFIKQLKAI STDELL

NTDB id 298563 DOM24 RS01375 WP 111280252.1 MPSSSHNNCCIYRVRVAVPVHLYDSFDYLLSAEQYLQAEVGARVAVSFGRQNLIGIIVEKISPDVMPDPRIKLKAITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus !* **** ***!!!!!!!!!!!!!*!!! !* !! !*!! !!!*!!!!!!!!!!! !!* ! * * !!!!**!!

logo DEKEQAP I ILDESKQVLSLLTWSAQYYQFP I
LGEVMQCTALPAGLLRQGKPLMDNLVLAFHRLVWKI

V
T
V
P
Q
C
PDNAVEAQLLKRSGIKQQDAYKQI LKLHAPA

NTDB id 298563 DOM24 RS01375 WP 111280252.1 DKEAIIDSKVLSLLTWSAQYYQFPLGEVMQCALPGLLRQGKPLNLLARVWKVVQPD.AEQLLKRSIKQQDAYKILKLHAA 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus ! *!*! !!!!!!!!!!!!!!!*!!!!!*!!!*!!!!!!!* *! **!!* * !* ! !!!!! !!!!!! !!!!!*!

logo GTTEDNI LNLSGVETATLKALEQKKEGI
LVDRCETLETAPHIDNFTSTPESPVQLAQMPLTLPNEDEQHKKAI
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NTDB id 298563 DOM24 RS01375 WP 111280252.1 GTTEDILNLSGVETATLKALEKKEIVRCELTAINTTPEPVQLAQMPLTPNEEQHKAIQRILKSLKKFQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!! !!!!!!!!!!!!!!! !! *! ! ! ** *! !!!!!!!!!!*!!*!*!! ! ** * *!!!!!!!!!!!!!

logo TEVYLHQI
VMHYEVLKQGKQI

VLVLVPE IGLTPQTI SRFKSRFNCVDIAVLLHSGLNSDESKRLQAWQHQAQTGKAS I I LGTRSAIYTPS
NTDB id 298563 DOM24 RS01375 WP 111280252.1 TEVYLQVMYEVLKQGKQILVLVPEIGLTPQTISRFKSRFNVDIVLLHSGLSESKRLQAWQHAQTGKASIILGTRSAIYTS 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! *!!!!!!!!*!!!!!!!!!!!!!!!!!!*

logo LPRLGL I I LDEEHDLSFYKQQEGFRYHARDVALYRAGHLEQGNCP I
V
I
LLGSATPS ILDSYHLVEQTGNKLTARLEQLNQRAGHNALVLPKMHQ

NTDB id 298563 DOM24 RS01375 WP 111280252.1 LPRLGLIILDEEHDLSFKQQEGFRYHARDVALYRAHLENCPIILGSATPSLDSYHLVEQNKLTRLELNQRAGNAVLPKMQ 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!! !!**!!!!!!!*!!!!!!! !!! ! !!!!!!*!*!!!!*

logo L IDLKI
V
A
VKKQHGI SEQPQL I EKQIKQNQRTLADKRKEQVL IVFLNRRGYAPVLVCENHSCGWQAKNCPHCDAHFTLHTQPYNSHYLHCHHCGSTI

V

NTDB id 298563 DOM24 RS01375 WP 111280252.1 LIDLKVAKKQHGISEQLIKQIQQRLDKKEQVLVFLNRRGYAPVLVCNHCGWQAKCPHCDAHFTLHTQPYNHLHCHHCGSI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus !!!!!* !!!!!!! *!! !! * ! *!!!!!*!!!!!!!!!!!!! *!!!!! !!!!!!!!!!!!!!! *!!!!!!!**

logo HRLVPDEHSCPECQQKTSTLKTLGAMGTAKVEEHTLQTELFPDFHDVIRVDRDSTSRVGQSWDQKRIYDQRIHQQNSKQPAS I LLGTQMLAKGHHFP
NTDB id 298563 DOM24 RS01375 WP 111280252.1 HRVPESCPECQQTTLKTLGMGTAKVEETLTELFPDFDVIRVDRDSTSRVGQWDRIYQRIHQSQPAILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus !!*!**!!!!!! *!!!!! !!!!!!!*! !!!!!*!!!!!!!!!!!!!! ! *!! !!*! ! !!!!!!!!!!!!!!!



logo

H
YVTLVAI LDIDAGLLSFVDFIRAPERTAQL I IVQVAGRAGRGDEHRKRGEHVYLQTLRPDHPLLTTL I EKDYRAFVAKQATLAI ERKQQVALQ

NTDB id 298563 DOM24 RS01375 WP 111280252.1 YVTLVAILDIDAGLLSFDFRAPERTAQLIIQVAGRAGRGDRRGEVYLQTLRPDHPLLTTLIEKDYRAFAKQALIERQQAQ 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!!!!!!! ! !!!!!!!!!!*!!!!!!!!!***!*!!!!!!!!!!!!!!!!!!!!!!! !!! ! !! !

logo LPPYRYATVL IVRADESKRDNQRDQYSTLQEHFLANEAIAERKQLREQI
LAGDS IQVDIWGP IPAPMERKAGRYRAHLMVI

LLSADRAQRLHFYLRQWWAVMQ
NTDB id 298563 DOM24 RS01375 WP 111280252.1 LPPYRYTVLVRADSRNQQYSQEFLAEIARKLRELAGSQVDIWGPIPAPMERKAGRYRAHLVLLSADRAQLHFYLRQWWVM 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!! !!*!!*!* !* *!! ! ! !! *!! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!! !!!!!!!!!

logo

L
VVHQAQPRQHQLKRLS IDVDPQEFLS

NTDB id 298563 DOM24 RS01375 WP 111280252.1 VVQQPRQHQLKLSIDVDPQELS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!* !!!!!!*!!!!!!!!! !
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