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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 29849 VEJY3 RS14040 WP 014233117.1 MASRGINKVILVGNLGNDPEIRYMPNGGAVANITIATSDSWRDKATGEQREKTEWHRVVLFGKLAEVAGEYLRKGSQVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFG........GNQGGWGNSAPAPQQSYNQGNSGYGYDQ 146
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVV.NVGGTMQMLGGRQ.GGGAPAGGNIGGGQPQGGWGQPQQPQGGNQFSGGAQ..... 153
NTDB id 29849 VEJY3 RS14040 WP 014233117.1 EGQLQTRKWQDQSGQDRYSTEVVVQGFNGVMQMLGGRAQG.GAPAMGGQ..APQQGGWGQPQQPAQPQYNA.PQQ..... 151
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NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 TASRPA...QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1447 BW25113 RS21080 WP 000168305.1 ......SRPQQSA....PAAPSNEPPMDFDDDIPF 178
NTDB id 29849 VEJY3 RS14040 WP 014233117.1 ......QAPKQSA.PQQPQQQYNEPPMDFDDDIPF 179
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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