logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

298396 DK875 RS10235 WP 004194142.

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

298396 DK875 RS10235 WP 004194142,

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

298396 DK875 RS10235 WP 004194142.

146
216
182
257
467
384

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

298396 DK875 RS10235 WP 004194142.

146
216
182
257
467
384

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
HSISS4 RS06915 WP 021143821.1
SMU RS02325 WP 002263039.1

1

1

1

1

i

1

LA

I

1 AL LTI A SRRt s

IA [N
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

) 0 LT

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRY@KEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
PTU L DDk sk % DL bk DL ok ] 1%

05O o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGII|® EMLTG IPYDGDSAVTIALQHFQKPLPSVIBYENEWVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENRSSVP

CALE T st 55l omRuEskL Foe s L KVéQth\;S% fiaglEh

QALENV  KATAKKLIJARY SV EMYE\DL S LSj§| RRNE)yg

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIP.
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPR
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPR

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPR

.. .AQSLKNKTSNQ
[ I PR s b bk Dok I bk D Dok ke * kokckskskkokokok DD Dk x * * * % % %

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
318
318
318
318
317
317



s el denfic R skl Vel g T D el e

NTDB id 298396 DK875 RS10235 WP 004194142.1 DINSIHGKKEVAKSGNKEVEKPRPGMET . RYKMSIGAMBLTVIETGLMEF NERxRySATNB:0A% GQTVEKATEM EVIAGLI2MEEN 398
NTDB id 146 SP RS08570 WP 000614538.1 RTEETYQPQAPKKHRFKMRYLILLASLVLEVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEI GEjEECIETS

NTDB id 216 SPD RS08205 WP 000614552.1 396
NTDB id 182 SPR RS07820 WP 000614552.1 396
NTDB id 257 KZH43 RS07655 WP 220041236.1 396
NTDB id 467 HSISS4 RS06915 WP 021143821.1 TPAJZEIKQP . 396
NTDB id 384 SMU RS02325 WP 002263039.1 DIAVDHKEIK . 396
consensus * * % % >k %k % %k ok k %k k 3 >k %k % %k % % % ok 5k >k ok 5k >k %k k >k k ok %k | koksk oD bk |k ok ok ok okkokok |k
egEaoE N TME HScctl s v o o e

SIS K@K Swv T/\ PN = KDQ ALE VRS <
NTDB id 298396 DK875 RS10235 WP 004194142.1 473
NTDB id 146 SP RS08570 WP 000614538.1 475
NTDB id 216 SPD RS08205 WP 000614552.1 475
NTDB id 182 SPR RS07820 WP 000614552.1 475
NTDB id 257 KZH43 RS07655 WP 220041236.1 475
NTDB id 467 HSISS4 RS06915 WP 021143821.1 476
NTDB id 384 SMU RS02325 WP 002263039.1 475
consensus sk ok ok sk kok ok ok | okok | ok k [N ok ok ok | okosk ok sk ko |k ok ok k ok % 5k %k ok %k ok ok kK k ok k * | okokk sk ok ook ok ok ok * ok ok ok ok %k
G e s Wy VLo,

KQK QVVFPNVWVCKSQENATQI LQTACFS IGCTITQEYSSSVTACQV I STD
NTDB id 298396 DK875 RS10235 WP 004194142.1 550
NTDB id 146 SP RS08570 WP 000614538.1 507
NTDB id 216 SPD RS08205 WP 000614552.1 507
NTDB id 182 SPR RS07820 WP 000614552.1 507
NTDB id 257 KZH43 RS07655 WP 220041236.1 . 507
NTDB id 467 HSISS4 RS06915 WP 021143821.1 EEGE IRS[ASIPGKNK . 508
NTDB id 384 SMU RS02325 WP 002263039.1 N GTV GQSPKPHKTYHPHSDKK.ITEKV 503
consensus * ok |k ok ok % >k %k 5k >k % % %k k X kx o Ix (IS
T CRIT. B ke uef . oEESSEVE 7
VANTELAKCS | INLV | sk ST e T¥evsIA VRLeR el B'rV‘rv

NTDB id 298396 DK875 RS10235 WP 004194142.1 Q 623
NTDB id 146 SP RS08570 WP 000614538.1 557
NTDB id 216 SPD RS08205 WP 000614552.1 557
NTDB id 182 SPR RS07820 WP 000614552.1 557
NTDB id 257 KZH43 RS07655 WP 220041236.1 557
NTDB id 467 HSISS4 RS06915 WP 021143821.1 565

NTDB id 384 SMU RS02325 WP 002263039.1 . .A SITISTAMGESSSRESYAY . .DASDYSSIPSSSL VGASI 559
consensus Kokokokokkokkokokokkokk  kkokkok | okkokkokkokkok | kkokk sk ok kok ok ok kok sk kok ok ok |k |



ST T St o eenBI S e

NTDB id 298396 DK875 RS10235 WP 004194142.1 664
NTDB id 146 SP RS08570 WP 000614538.1 637
NTDB id 216 SPD RS08205 WP 000614552.1 637
NTDB id 182 SPR RS07820 WP 000614552.1 637
NTDB id 257 KZH43 RS07655 WP 220041236.1 637
NTDB id 467 HSISS4 RS06915 WP 021143821.1 .. 620
NTDB id 384 SMU RS02325 WP 002263039.1 YYINIVS S|SNDDISRRYVAS T S GGEJH GSSSSESSNS 616

consensus kokokkk |k | oskoskkk ok * Pskosksk | oookok * * % % *kk |k * %k % *

VOLAKTRVK IS IYKPKTTSAT

NTDB id 298396 DK875 RS10235 WP 004194142.1 ... ... ... .. cuuuunn.. 664
NTDB id 146 SP RS08570 WP 000614538.1 VDLNKTRVKISIYKPKTTSATP 659
NTDB id 216 SPD RS08205 WP 000614552.1 659
NTDB id 182 SPR RS07820 WP 000614552.1 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 659
NTDB id 467 HSISS4 RS06915 WP 021143821.1 624
NTDB id 384 SMU RS02325 WP 002263039.1 616

consensus

X non conserved
B similar
> 50% conserved



