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NTDB id 29801 BCERKBAB4 RS20195 WP 002015081.1 MEKIKVCLVDDNKELVSMLESYVAAQDDMEVIGIAYNGQECLNLLKEKQPDILVLDIIMPHLDGLAVLEKMRHIERLRQP 80
NTDB id 89 BSU 24220 NP 390302.1 MEKIKVCVADDNRELVSLLSEYIEGQEDMEVIGVAYNGQECLSLFKEKDPDVLVLDIIMPHLDGLAVLERLRESDLKKQP 80
consensus !!!!!!!* !!!*!!!!*! !* *!*!!!!!!*!!!!!!!! ! !!! !!*!!!!!!!!!!!!!!!!!**!* * *!!
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NTDB id 29801 BCERKBAB4 RS20195 WP 002015081.1 SVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLTSHIRQVSGKESATIKRPLPSF...RSATTIDGKPKNLDASITSI 157
NTDB id 89 BSU 24220 NP 390302.1 NVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLVGHIRQVSGNASSVTHRAPSSQSSIIRSSQPEPKKKNLDASITSI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! ! *!***! *** * ***!*!!!!!!!!!!

logo IHE IGVPAHIKGYLMYLREAI SMVYNDI ELLGS ITKVLYPDIAKKFYNTTASRVERAIRHAI EVAWSRGNIDS I SSLFGYTV
NTDB id 29801 BCERKBAB4 RS20195 WP 002015081.1 IHEIGVPAHIKGYMYLREAISMVYNDIELLGSITKVLYPDIAKKYNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 237
NTDB id 89 BSU 24220 NP 390302.1 IHEIGVPAHIKGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 240
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SMS
TKAKPTNSEF IAMVADKLRLEHKAS

NTDB id 29801 BCERKBAB4 RS20195 WP 002015081.1 SMSKAKPTNSEFIAMVADKLRLEHKAS 264
NTDB id 89 BSU 24220 NP 390302.1 SMTKAKPTNSEFIAMVADKLRLEHKAS 267
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!
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