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QLLGRLLEQNGFSLQQAFLAEFLMP IVFPKTQKRQWLHNQVNQQTAGLEAKGDKRSLAPVSLAAHAVDSFPTDHLYVAGQI ELTE
NTDB id 297958 C0W45 RS03600 WP 004270906.1 .MKTKTTVQFNTEFMLLLGRLLQNGFSLQQALEFMPIVFPTQKQWLHQVQTGLEAGKRLAPSLAAVSFPTHLVAQIELTE 79
NTDB id 618 LCA RS06475 WP 011375000.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHADFPTDYVGQIELTE 80
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NTDB id 297958 C0W45 RS03600 WP 004270906.1 LQGNLGECLLHLGQLQRIQQKRRRELVGVIAYPCFLLLFLGALIGMMQIYLFPEIAQFNPTTSATSPLQLFF.....RVM 154
NTDB id 618 LCA RS06475 WP 011375000.1 LQGNLGQCLWHLGRIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLSRIILWGFLLV 160
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NTDB id 297958 C0W45 RS03600 WP 004270906.1 GTFVIMAGGLISVYLFRWHRRPLLQRLAAAFRWPFIGKTLQAYYQYCLLFDLATCLNNGLNLAEMHQLTHRLAKTSWLVQ 234
NTDB id 618 LCA RS06475 WP 011375000.1 LVLLIMGSGLF....MVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVT 236
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NTDB id 297958 C0W45 RS03600 WP 004270906.1 LMQQLETAVQKGGTLLANLADGVFYPPELQLVLAKGSPLQQMAKEVDLLAVIKYDELQRQLKQKVNWLQPLLFILIGIII 314
NTDB id 618 LCA RS06475 WP 011375000.1 LVAQLEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLII 316
consensus !* !!! * ! *! ! ! !*!* ! !!!!!* * !! !* *!! * ! !!!*!! !! !!!!*!!!!!!*!!

logo I CTYLS I LLPLYHQTMEGI S
NTDB id 297958 C0W45 RS03600 WP 004270906.1 ICTYLSILLPLYHTMEGIS 333
NTDB id 618 LCA RS06475 WP 011375000.1 ICTYLSILLPLYQTMEGIS 335
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