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NTDB id 29755 VFU RS13370 WP 041942611.1 MFTPSKLTLISGCLFTACVQASMTIEADPENPSGYLVSRAELHAAEQSKTADPMYAIWAQALQTRTNQEVEAIEPGLTSNPVNVQ 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus !! * *!** !* !* *!!! ! *!! !! !!** !****! !!!!! !!!!!!! !!! !!*! !!!! !! *!! !!

logo RVERVFPEQSDEWDFNLTHQMAAPEYTYTRFLRAIGKFPAFCGDEYSTDGRDASDAICKKS IVTAFAHFASQETGGHIAS IKDNVSDNPLGLEEW
NTDB id 29755 VFU RS13370 WP 041942611.1 RVERVFPQSDWDNLTHMAAPEYTYTRFLRAIGKFPAFCGDYSDGRDADAICKKSIVTAFAHFSQETGGHIAKDNVSDNPLGLEEW 170
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!! !*!! !!*!!!!!!!!!!!!!!!!!!!!!!!*!*!!!! !!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!

logo QQALVHVREMGWSEGQEGYTTGCGQNDWQNAKRWPCAEAPGQGYFGRGAKQLSYHFNYGAFSEAVMFDGDASTVLLKNNQPGLVADSWLNLA
NTDB id 29755 VFU RS13370 WP 041942611.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNARWPCAAGQGYFGRGAKQLSYHFNYGAFSEAMFDGDATVLLNQPGLVADSWLNLA 255
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!!!!!!!! !!!!!!*!!! *!!!!!!!!!!!!
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NTDB id 29755 VFU RS13370 WP 041942611.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQREIDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAEYYHIPQQPDEK 340
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!*!! *!!!
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NTDB id 29755 VFU RS13370 WP 041942611.1 TTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYADRPEGYSFECELVGFQTAYSALVAGDYEKCVTNFYGSHASWPQVRVVEQLEP 425
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !! !!!!* !*!
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NTDB id 29755 VFU RS13370 WP 041942611.1 SDPGTDP..GSKVWDKNAVYHAGDQVVWHGATYEAKWWTQGDDPANGGPWLFASETLSTPEPTPE......PEP..........A 492
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE 510
consensus !! *!**! !! !!* !!!! **!! !!!!!!*!! *! ! !! ! !** !**!********!!!**********

logo PEPPQPVTEPDPPVPVPDVTGSF ILEQWEQPGVSTQVANGDEKVTYNQGNKRCF IVAKNAGPGVWESTPLTQSNWFWDE I SCKQ
NTDB id 29755 VFU RS13370 WP 041942611.1 PEPQPTPDPVPDTGSFLEWQPGVSQVANGEKVTYNGRCFIAKNAPGVWETPLQSNWFWDEISCK 556
NTDB id 1299 VP RS02975 WP 005483021.1 PEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus !!!**!****! !!!!* ! !!!*!!!!!*!!!!* *!!*!!!*!!!!!*! !!!!!!!!!!!
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