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NTDB id 1434 BW25113 RS17685 WP 001333371.1 ............................................................MLTVPGLCWLCRMPLAL... 17
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
NTDB id 29737 VFU RS02645 WP 014204285.1 ..................................................MLTNRFQKTMFSWLAPACQLCGLALHA... 27
NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDT... 77
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NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDH.LTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGA 109
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NTDB id 29737 VFU RS02645 WP 014204285.1 LAALLAPRIT........TPAPLITCVPLHWRRQLRRGFNQSDVLARQLTQHLGSEYDPQLFSRPHATVPQHGLDKAQRR 174
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