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NTDB id 29721 ACL RS06130 WP 012243168.1 MIKILKHITLKEWLWILFSLVLIMGQVYLELELPQYMLNISRMALGENAVLMDIVLEGLKMLGLAFGSLLSAVVVGLIFARLSSR 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
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NTDB id 29721 ACL RS06130 WP 012243168.1 FGARLRSKIFEKTTEFSMEEINNFSTPSLITRSTNDINQVQMIISLGAQIILKAPILAIWSIYKISDSRWEFTLSTVVAILVISV 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
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NTDB id 29721 ACL RS06130 WP 012243168.1 VLLMVIFLAMPRFKKIQKNTDELNKHSRENLSGLRVIKAYNAEKFQKDKINSISDTLMNDSLFAGRIMSFMMPTMTLVMSGVGLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
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NTDB id 29721 ACL RS06130 WP 012243168.1 IYWIGGGLIGDIALDLTNP...MVGLLARMEVYGPMIIFSQYAMQVIMAFMMLVMIFVIMPRAQVSANRILEVLQTKTKLTDGKL 337
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 29721 ACL RS06130 WP 012243168.1 N..LQEQVESLTFENVSFKYPDASDLVLENVSFSANKGDVVAIIGATGAGKTTLINLIPRFYDVTEGQIKINNVNIKDYNQKDLR 420
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
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NTDB id 29721 ACL RS06130 WP 012243168.1 SKIGYISQQAFLFSGTIQTNVNYGVDNDKTV.....QDALHIAQASDFVLSLEEQEKSRVSQAGKNFSGGQKQRLSIARAIQKEA 500
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
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NTDB id 29721 ACL RS06130 WP 012243168.1 DILIFDDSFSALDYQTDRNLRNALKSNLKNHITLIVAQRIGTIKNADLILVIDEGKIVGSGKHETLIKDNHVYREIALSQLSEEE 585
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
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NTDB id 29721 ACL RS06130 WP 012243168.1 INHG. 589
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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