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NTDB id 29720 ACL RS06125 WP 012243167.1 MAKEKNHDNNPAPKNPGFGHGKMGGGQKAKNFKKSFKQMLSYAKEYHVLIGIAFVLAFIGTVLNIIGPDLIKQMTNEITKAVDFR 85
NTDB id 370 SMU RS04260 WP 002263294.1 ...........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.. 56
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NTDB id 29720 ACL RS06125 WP 012243167.1 PDQGIFPSETINMELIGRIGLTLVIFYSLGFIFNYIQGFMLTTVSQRISNRFRRDIATKMNKIPFKYYDTTNIGDILSRMTNDVD 170
NTDB id 370 SMU RS04260 WP 002263294.1 ........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVD 133
consensus ******** ! ** !! !*!!! * ! ! * ! !***!* !* !*! ! !! !*!!*! !!*!** !! !!!*!!!!!

logo

L
M
M
V
G
TQSTFYNQQSFLGVSLMVATAI

V
I
T
L
M
F
L IGS I FVMMF

I
I
KTNGWAI LAALTAIGLASSVFLAIGFVFLMSMTLVIMVATKRSQKPLYFKKTFQQASKNLAGADLVNSGHYI

VEE I
VYSTGHNTNVVKS

NTDB id 29720 ACL RS06125 WP 012243167.1 MVGQTYQQSFGSLVTAVTMFIGSIVMMFITNWILALTAIGASLIGFVFMMLIVTRSQKYFKTFQSKLGALNGHIEEIYTGHTNVK 255
NTDB id 370 SMU RS04260 WP 002263294.1 LMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVS 218
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NTDB id 29720 ACL RS06125 WP 012243167.1 AYVAEPKEVETFNQMNEDLYQSGWKSQFLSGIMMPLMGFVGNLGYVAVIIVGAILVSSGKTEFGVILAFLIYVRLFTQPLSTMAQ 340
NTDB id 370 SMU RS04260 WP 002263294.1 SYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQ 303
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NTDB id 29720 ACL RS06125 WP 012243167.1 AMTSLQSGTAAAERVFEFLEEKELEDESHKETKLTNVKGEVTFDHVKFGYDEEKLVINDFSAKIKPGQKVAIVGPTGAGKTTLVN 425
NTDB id 370 SMU RS04260 WP 002263294.1 GITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVN 388
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NTDB id 29720 ACL RS06125 WP 012243167.1 LLMRFYELNEGRILIDGVDIQDITRENVHNLFGMVLQDTWLFEGSVYDNLVFTNKDVTREQVESICKTVGIHFFINTLPEKYDTI 510
NTDB id 370 SMU RS04260 WP 002263294.1 LLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTV 473
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NTDB id 29720 ACL RS06125 WP 012243167.1 LTDKVNLSAGQKQLLTIARAMILNAPLLIFDEATSSIDTRTEVLIQKAMDELMTGRTSFVIAHRLSTIRNADLILVMKDGDIVES 595
NTDB id 370 SMU RS04260 WP 002263294.1 LDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQ 558
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NTDB id 29720 ACL RS06125 WP 012243167.1 GNHETLLGQDGFYAELYNSQFDPK.. 619
NTDB id 370 SMU RS04260 WP 002263294.1 GSHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !* !** !!!!*!!!!!! * **

X non conserved

X similar

X ≥ 50% conserved


