logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

29697 ECWSU1 RS03555 WP 041162424.1
Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1436
1168
1293
1401
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

29697 ECWSU1 RS03555 WP 041162424.
Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1436
1168
1293
1401
1110
1251
1018
1058

consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

DERLCAALLD=C L DesLQRALERH=EV =LASVLYD P EBERIASXITES=EC]

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

=i v EaElAKe LA TN FALSee sy RVAETYSP L2 = EYEPYQUr Eese s WAYAKHY PELGLeYy =

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

~ 00

[eNeoNoNoNoloNoNoNoNoNoNoNoNoNoNe]

o

158

[y
o
~

[eloNoNeoNoloNoNoNoNoloNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

29697 ECWSU1 RS03555 WP 041162424.1
Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1436
1168
1293
1401
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

29697 ECWSU1 RS03555 WP 041162424.
BwW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1436
1168
1293
1401
1110
1251
1018
1058

consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

sRCSLSSKLOESELy e | tBa=RLevALsss=xQe= ShlLe=ilLy=ssEay "ES=LYEXLAEQ=GC Y aFLem G amlisee>]iN

SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

LLLLRSDALRYGAVPIGFQONGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

237
237

[cNeoNoNoNoloNoNoNoNoNoNoNe]

w

317

w
g
~

[eloNoNeoNoloNoNoNoNoloNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

29697 ECWSU1 RS03555 WP 041162424.1

1436
1168
1293
1401
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

29697 ECWSU1 RS03555 WP 041162424.
BwW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1436
1168
1293
1401
1110
1251
1018
1058

consensus

BwW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1
1

1
1
1

hxkaéﬁkﬁﬁféﬁﬁmétéwL3E$L¥EgﬁhkR?ngE*ﬁ%ﬁ(VKA K ébvg = .NA“Lé'“h#AE

SSSSKKSRAVALRNYFSPFGNKMVAGGHVDAEQLRQALVQVKKTGRSEPEER KAVTGRE SPELERQYKKNQLFE] KV-
EALKEALEVQKGLPRAKPLGEIVELGLARPEDVEEALQKQRRGGGR EDT .SGKBRPEABAQA. ... ... ATQL
DQLREALQVQAREGKVKPLGEV@MTELGFASPDEVDSALQKQNVGGGR EDT .SGKBSPEMBARS . ... ... AAQL
............................................... TSY......AL HTQRMTAK. ......NGEW3
............................................... TSY......ALBHTQRMTAQ.......NGER3
................................................ MQY......S.....VCDMN.......SQQW3
............................................... BsQY......T.....ICEQQ.......TERES
.............. MLTNLVAIMRQAELISATQEQAVVTQVSASGTSMPEAMLE. . LSIFHAQEMTEQ. ... ... .[HSH
.............. MHSNLSTIMRQKGLLTFSQEESLIEQVKASGISMPEAMLS . .SGFFTSSEMAEH. .. ... .HSs
.............. MLTNLSTVBRQAGILTFSQEESLLEQVKASGISMPEAMLS . . SGFFQSHE@TEH. . . ... .HSsS
.............. MSVGLLRIBVQNQVVTVEQAEHYY.NESQAGKEMLPMIFS . .DGVSPKSBAAL . . . ... .JMAR
...... MALATEEYRLQGIGQLMVLEKLLDKTKAIELHKLAAAEKISHLQYBVK. . NKIBSAEQWALT. . .. ...AAQN
...... MSAFTTPPKFSGFIRRMVEEGYVNAQNMQQALEKAKKFKQD@VPYMID. . NFSESPLTMAEI. . .. .. .BSLE
...... MSALHTSPKFTGFFRRINWVEEKHVSAATMQTALDAAKRAKQDTVAYWIE. . EVHESPSLBAET. . .. .. .[MSAE
* * * k%
oDl lists  vosmhebly b VeDnal A PepsEAT  HYERY
VDSV PEVAPIATQQMAELIGRFFPLDTCRR KF| PLAQQEGDPPS LNV NRILRVKGF . . ENRRE
YPYVBPEEDPPDP. . . .. RLALKRKGLNYE|JAPA
YEFLPPIQNPPDP. ....KVALMIPEATAREMVVEBMRLQG . . . NSEVENMK N ZRAMFINLBDBKLIfG. . . . .
T, ISPDL.....WERNQQQQSMELENFEBIFKEEN . . . NRwiNERDS LEMsIACEBTRAGING . . . . .
Tevin.. ISPDL.....WERNQQQQSIMHLINYFIMBIPKEEN . . . NRwWNGUDSLENMSACEBTRAR NG . . . . .
D.vvn. ISESL.....WQKNCDEKHIMLENLEBMQEND . . . DTMWiWSDRMNAMSIACBIFARIAN. . . . .
Devvnnn. ISPSR. ....WQKNCEEKQMELINLEBMOETE . . . HKIWWSDMENNETICEIFARMEL . . . . .

ILPET LSRYDYAN .....

LSQPELSQYEYAS.....

LSCTSLNQYEYAS.....LCQTLGLRDISETIZHNESAANRTS . . . STIHI)WAYADEBIMQNEBDFRIFJANG . . . . .
SYSILBLRHYPRHR. ... .VLMGVLTEEQMVEEHCMMEFRRG . . . DKMFFEYSOISBAMP QTQKTVSAAG. . . ..
VPMLBINCIDVGT.....IPVNLVNEK|SSKIHHAMMZRESRG . . . TNIRYIWATDDASK QASLKE@MQIFH]G . . . . . LNTHA
EPLLBLGVFDPAL.....FLKDKIDEK|BEQERIMARVHRG . . . HVJRYNWAT SERERISHEMBIABRIINSK . . . . . VElY
EPYFRLDVYDTSQ.....IPKDLVDQK/SELEHRIWARIQORG. . . QI|RYNEAT SIRASIBHEL IBABRIFNEK . . . . . LL\ypaP

*kkkk ok * ok



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1468 ASU2 RS05090 WP 014991734.1
1384 A4U84 RS08525 WP 010787006.1

29697 ECWSU1 RS03555 WP 041162424.
1436 BW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1168
1293
1401
1110
1251
1018
1058

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1468 ASU2 RS05090 WP 014991734.1
1384 A4U84 RS08525 WP 010787006.1

29697 ECWSU1 RS03555 WP 041162424.
1436 BW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1168
1293
1401
1110
1251
1018
1058

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

consensus

1
1
1

QV<$$8>QE 59b§§D5:A<<aV

‘E;\/EEEDE.I RRRE I.évL AR

TQDDFNQL
ATEAARTK®

AEKDMIRIS
SSQUKER
SSQEKEIR

QQETPNQMQVEEQVK . « « o ov e et e e e e e e e e
QQETPHQMQVEEQVK . « « oo v e et e e e e e e

SSDEMKYIMENQESPEQQSLYEETEL . « v oo v eeeeee e e e e e e

ASDEMKYIMBNABSPEQQPIYEESEL . . oo ovte et et e e e e e
CWSAERMEKHRQ . -« o o v e et e e e e e e e e e e i
CWTRQQMEGHAS
APHRAMQAABRR

YGRSIQGAANQGK..EI.SQDELANLV........... KVSDDELQSIEDLSQ

ABFREMSTAMRRBYGRSLSHEKSGLK. .EI .NQEELASLV........... DVGADEIDNIEDLSQ

ABRFREMTAAMRRBYGRSLGQEKSGLK. .EI .NQDELAGLV........... DIGEDEIENIEDLSQW
DDQMAGIBBDWMGSRSTSL . .LQEL.......... GEGQ........... EEEESHTLYIDNEEA
TDKIRSAIMRDNELTAKESQGLSEYVEDSG.DLEGLEISA. .. ... .. ... D.DEDQDIDTATSVT
HDKMERIBMBSEHFVEETHFNFDTE. . .EL.D...LDVEV........... DPHTTDDDDEDDKLK]¥
HHKMEKMBGQHFAEESSFDFNDE. . .EF.D...LDVNL........... DGPTAQEDEEEAPQG)

* % % * ok * * % k% kk  kx

AKJA QEGTSDIHVEPQEETLR RFRKDGVLNQAFDPL
REVAE L QDESSIRRI TINZR@NDVQ .STL
REVAAL QDESSIRRGITIAT T|RD AV .NSF

.PLISKIF
.KSLSFS
.KSLSIQ

K
K
K
K
K
K
QQESEN QRESSIHAR:I TIAMIHQTCQ .PPLSAA K
QSESEE QRYSSINN:| T |5 A BN ANS:S .PDVSPDA K
L BACEASD I HIJEPMENN R .QQPASH K
L IACYASD THIREPMEIS R . QQPIENH K
L BRACEASD I HIEPMEIN ‘R .QQP)gSH K
S RIEA SD THIAEINERWAR  RIFR DG@LREV.VQPPIA K
L IANEASD THIFEPMEIIN ‘R RMREIDG ' LIsiASW NP K
I BRAWKSIASD ' HIFEPMEISS R RMR DGV LA YNLPIN0] K
I IAUEASD " HREPMENSS] R 'R}R DGV LRSI PN K
% * %k ER I * kxk D Pkl sl * * % * % | P skoskokok

319
592
589
208
208
203
203
165
166
268
268
268
259
277
272
272



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

29697 ECWSU1 RS03555 WP 041162424.1

1436
1168
1293
1401
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1366
1468
1384

29697 ECWSU1 RS03555 WP 041162424.
BwW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1436
1168
1293
1401
1110
1251
1018
1058

consensus

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

NTHI RS01950 WP 011271972.1
ASU2 RS05090 WP 014991734.1
A4U84 RS08525 WP 010787006.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1
1

I e e,

RIEGEK
J8GEK
GEK
GEK
GEK

WIRVSTLPT
WIRVSTLPT
WIRVSTLPT

T IEETIE

TP ets ol

ﬂEDP ETIZLEG
V

EDPVET|Z EG

T1Lsl s %

N VNK

NQUWQ NP I
NQWQ EP

* 1 * % % & %

i BERD LV

NG LNE[NeyT REYATL.RQDPD

di

*¥ QOO =

LDJFRIMBLR FLRODPDIIM GEIRDJAE

FLRQDPD MVGEIRD|RE
FLRQDPD MVGEIRD|H
FLRQDPD MVGEIRD)®
FLRQDPDIIMVGEIRD|RE
FLRQDPDIIMVGEIRD|RE
FLRQDPDIIMVGEIRD|RE
FLRQDPDIIMVGEIRD|RE

* ! FTx D

TR

LVTGPTGSGK N
WL TGPTGSGK |3
IJLVTGPTGSGK |3
ILVTGPTGSGK
ILVTGPTGSGK
ILVTGPTGSGK
ILVTGPTGSGK
ILVTGPTGSGKTV

LVTGPTGSGKTV
IL TGPTGSGKTV
IL TGPTGSGKTV
IL TGPTGSGKTV

LVTGPTGSGKTV
ILVTGPTGSGKTV

L TGPTGSGKTV

L TGPTGSGKTV

1l

/'BIA

INAAIRTGH VL TLHTN|NAJZEF:
AAQTGHLVLSTLHTNI|DARSSE:
AAQTGHLVLSTLHTNI|NARSY:
AAQTGHLVLSTLHTNI|NAIZSF:
A QTGHLVLSTLHTNMAIRSY

GLFLRLRQDPDI IMVGEIRDEETAEIAIJAAQTGHLVLSTLHTNERWN

IM GEIRDEETAEIATI AAQTGHLVLSTLHTNEjy®=

AR A

TAETIA

TAETIAI
TA TAI
TAETATI
TAETAI

TAETAT
! ! !

[

e

AAQTGHLVLSTLHTNSALY
A QTGHLVLSTLHTNSALY
A QTGHLVLSTLHTNEJALS
AAQTGH V[gSTLHTNAIZN
AAQTGHLVLSTLHTNSALY
AAQTGHLV STLHTNRJALY
AAQTGH V STLHTNSAIZS

<
HHZNHHH<HMEEWn®NA A > -

399
672
669
288
288
283
283
245
246
348
348
348
339
357
352
352

479
752
749
368
368
363
363
325
326
428
428
428
419
437
432
432



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1468 ASU2 RS05090 WP 014991734.1
1384 A4U84 RS08525 WP 010787006.1

29697 ECWSU1 RS03555 WP 041162424.
1436 BW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1168
1293
1401
1110
1251
1018
1058

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1468 ASU2 RS05090 WP 014991734.1
1384 A4U84 RS08525 WP 010787006.1

29697 ECWSU1 RS03555 WP 041162424.
1436 BW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1168
1293
1401
1110
1251
1018
1058

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

consensus

1
1
1

FrEmo==2==2<moo

:RCRGQGY GR G YEV
BNCIWNIGY GR G EV

B CRMBCY GR GIYEV

LETEoR- “%.L R F'E*Q. ifw— kK E

R = SEENANS T S A S R S

RK CTEC IAY .HPSKEELSRFELSASGDEVVTFYKANS SPDEIHLARQKGN
Q..GA..RLYKGM

CRJaC QPT NADPEVLRRLMISERE. .......... R..GA..NLMRGT

IRV T A QR L /R K L CSRa C 1.

WLVTAQRL RK Clcicle i

IRV I AQRL REK L CIEa C (€
S NLVIAQRL QETDKRAEL........ PRS........... WPRPL PRWQP T[e1&
S WLVIAQRL RQQGEPIHI........ PDN........... WPSPL PHWQAP[e1¢
A TAQRL TAV.RPSALLQSQFEFQPNE. .......... L...... YEANAARIS
A IVNAARAASNOPY[ORQOPQ . EHTVQL . QHLIQTT®. . . .. ... ... NI...... FRANPD[¢¢
A IVNAGARAAONOPY[OROP(Q) . EPNSQL . QHI[GTANTHE . . . ........ QI...... FQANPD[e1®
A QEVERPSASALKEVEFTDE®. .......... AK.DW KLYRAV[e]e
A AVRDDFTNQGLIELFKEA®. .......... V..NL..KLYKAV[¢]&
A RPI.QVPERSLLEMEFTPES. .......... AQPEF QIFEPV[¢e
A IPA. DIPKQSLLEMGFTEQ ........... AHPDF RVFQPV[el®
R ot o EK { AesCulty 00 [rpeb R,
GR G YEV ETFTDTGL

GRE IEE
GR GIIE
GR G Y J§
GR G Y g
GREGTIY
GR G Y[
I EV

RNSERMAEL}S NQG.TTDR KDC
VVDDEWMRHAPVAGKSATERKET]A RK
VMDDS RR TS GAGRPAAE RD V[ LGES

Q

RQAPASGHEGSEVHEASAR .
. RQLISANTDVESEETHJR .
.GGYSGR GIYEV AEANMQRESTHQMERL)AK .
:IGYMIGRINGIYEV
HGYSGR GIYEV

SEABRTKGASVHEBEKLJT .

SEABIKGESVHEBREKLINT .

QRVEIMNN@ETEVGESLD VJY .

GQLMMSGENSLDILKLIAQ .

SKIMMED NALEAATE.

SKIMMED NALEIAAA

IEESNEEEE TS * * * * * * | | *

GR GIYEV

558
816
813
405
405
400
400
384
385
490
489
489
485
502
498
498

635
889
887
464
464
461
461
460
461
562
561
561
558
574
570
570



logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1355
NTDB id 1366
NTDB id 1468
NTDB id 1384

e e ARSI AL AANE L < e

SGL RS13950 WP 010873519.1 ESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS
TT RS08215 WP 011173991.1 e e
DR RS10060 WP 027479822.1 .. e e i e
HI 0298 AAC21962.1 e e e
NTHI RS01950 WP 011271972.1 ... e
ASU2 RS05090 WP 014991734.1 ... . . . e e e
A4U84 RS08525 WP 010787006.1 ... i e e e e

NTDB id 29697 ECWSU1 RSO03555 WP 041162424.1 .. ... . . . .. it

NTDB id 1436
NTDB id 1168
NTDB id 1293
NTDB id 1401
NTDB id 1110
NTDB id 1251
NTDB id 1018
NTDB id 1058
consensus

BW25113 RS00530 WP 001025145.1 ... .. . .. e e e
A1552VC RS11070 WP 000957200.1 . .. . i e e e
VP RS12240 WP 005479695.1 .. .. . e e e
DSB67 RS12665 WP 010643259.1 ... . . . e e
NGFG RS09235 WP 003689817.1 ... e e i e i
GCO85 RSO7725 WP 011946523.1 ..
ACIAD RS01685 WP 004920473.1 it i e e it e i
ABD1 RS01615 WP 001274986.1 . ... . .. e e e

X non conserved
B similar
i >50% conserved

672
889
887
464
464
461
461
460
461
562
561
561
558
574
570
570



