
logo MKRRKMLNVPKGGSYDGMKGFTI IVEFLVAGLLSMVIVL IMAVGVSSYFTSRKLNDAANERLASAEQQDLRNAATL IVRDARMAGGSFGCFNMS
NTDB id 29650 NMCC RS04455 WP 012221523.1 MRRKMLNVPKGSYDGMKGFTIIEFLVAGLLSMIVLMAVGSSYFTSRKLNDAANERLSAQQDLRNAATLIVRDARMAGGFGCFNMS 85
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFGCFNMS 85
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!!!!*!!!*!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!

logo EHI
T
G
KNDI

V
I
V
F
V
D
N
P
V
A
S
KQTQPVPAKPGAKQEKNAPLFSLEKRWANTNNSTNTNNSTANKL IP IATESPTDNIKNYPQGNFAFQAVRSPSAL I FQYGIDDLVDASADETTV

NTDB id 29650 NMCC RS04455 WP 012221523.1 EHTKNDIIVDPSKQTQPVPAKPGAKQENPLFSLEWANTNNTNNNTAKLIPIAESTDIKYPGFAQARPALIFQYGIDDLDASAETV 170
NTDB id 1138 NGFG RS02430 WP 003694978.1 EHIGNDVVFNVA.............QKNALFSLKR....NSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTT 153
consensus !! !!** * *************! !*!!!! ****!* ! ! !!!!! !!* ! !* ! ! *!!!!!!!!!!*!!!!*!

logo VVSSCASAKIASKPGKKQIPSTLEQENAKKSAELKQIQTNDSDKEKQNGNIATRQRHVVNAYAVGKR IAGEEGLFRFQLDDKGKWGNPQLLAKKI
V
K
R
D
RMKRV
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logo RYIYVSDGCPEDDEDAGKEEQTFKYTDKTFDNSAKDASVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYHR IDNATIRGGNVCANRTL
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