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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEFKQTREANFAVVR. 74
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNR 76
NTDB id 296276 C9I47 RS04570 WP 111265700.1 .MSTIDFTSFLKLMAHQKASDLFITAGMPPSMKVHGKISPITQSALTPQQSRDLVLNVMNPQQREEFEKTHECNFAIGVS 79
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFALG 80
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVP 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVP 76
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVP 76
consensus ******! * **!!* ***!*** *** !** * ** ** ** ************ ! ! *

logo

EKD
G
N
I
K
N
S
V
E
G
ARFRVNSCAFFMQYNQNRDEGNRMNQLGPVAGGMAVMILFRLTR I EPSTNRTKI

V
R
L
P
S
T
F
P
V
I
M
A
D
EEDMLHSKGLGPDEPQTVI IVFL IQKEKNTDI

L
C
A
I
L
N
M
D
S
A
T
Y
K
PRGLI IV I

LFVSVTGAPTGTSGKSTSTMLASAMTLIQGDHYI
RNKTEQTHNKSRSKTYLDGHI

NTDB id 1177 A1552VC RS01165 WP 000422572.1 .DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHI 156
NTDB id 296276 C9I47 RS04570 WP 111265700.1 .GVGRFRVSCFYQRNQVGMVLRRIETKIPTVEELSLPPIIKTLAMTKRGIIIFVGATGTGKSTSLAAMIGYRNQNSTGHI 158
NTDB id 1203 PSJM300 01605 AFN76401.1 .GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHI 155
NTDB id 1307 DR RS10055 WP 010888596.1 .DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHI 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHI 155
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHI 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 LTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQ 233
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQ 236
NTDB id 296276 C9I47 RS04570 WP 111265700.1 ITIEDPIEFVHKHEGCIITQREVGIDTDTWDAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHLVLCTLHANNANQ 238
NTDB id 1203 PSJM300 01605 AFN76401.1 ISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQ 235
NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPE 239
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAK 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAK 235
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAK 235
consensus ***!!!!!!*! * *** !!!!* !! *** !!* !!**!!*!**!!*! !** !** !!!!!!* *!!! * !

logo

S
A
T
M
L
I
E
DRVI LVIHNDLFVVFDPKEADEQERHQRKGNQEDMQFLIVFWLRLVAMQMDLASNELSNLVQKGAI

V
M
V
I
T
A
SQTQLVILRPDRKTAHPKDNGQGKASGRHRVGLVAVAFIMVYHEVIMLLIANGNSITPRLAALVIQSARANDYL IRDKQRENGEKLTIVFYAHEKQI

L
M
T
Y
K
A
G
E
S
T
L
V
A
I
M
A
K
Q
D
R
T
G
S
G
Q
T
V
A
D
Q
R
E
N
E
Q
V
L
HGMKVQT

NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQ 313
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQ 316
NTDB id 296276 C9I47 RS04570 WP 111265700.1 AMDRIINFFPEDRRGQLLMDLSLNLKGVVAQQLIPTPDGKARRVAMEILLGTPLVQDYIRDGEIHKLKEVMKDSVQQGMK 318
NTDB id 1203 PSJM300 01605 AFN76401.1 ALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQ 315
NTDB id 1307 DR RS10055 WP 010888596.1 SIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMV 319
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMT 314
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMT 314
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMT 314
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG...SGSLQNVK....IDME.................. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEME....RKMTFDGQRRNLK......... 383
NTDB id 296276 C9I47 RS04570 WP 111265700.1 TFDQSLFELYQAGEIGYEDALRYADSQNEVRLRIKLAQGGDAQTLAQG.LDGVE....VAEAR................. 376
NTDB id 1203 PSJM300 01605 AFN76401.1 TFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSV.SQGLT....LEMSDDDPGRSFR......... 381
NTDB id 1307 DR RS10055 WP 010888596.1 TMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP 399
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TLDQSLKGLVSRGVISPQTARTAAKQPESFL................................................. 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TLDQSLKGLVARGVISPQTARTAAKQPESFL................................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TLDQSLKGLVARGVISPQTARTAAKQPESFL................................................. 345
consensus ! !* ! ! * !* ** ! * *

logo

AAPAAGRSEPGRAGGFGRR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................... 383
NTDB id 296276 C9I47 RS04570 WP 111265700.1 ................... 376
NTDB id 1203 PSJM300 01605 AFN76401.1 ................... 381
NTDB id 1307 DR RS10055 WP 010888596.1 AAPAAGRSEPGRAGGFGRR 418
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................... 345
consensus

X non conserved

X similar

X ≥ 50% conserved


