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NTDB id 296230 DM992 RS05930 WP 111016080.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENDDEWIVSPLRVAADGSLIAQTPSGQNTE... 77
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
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NTDB id 296230 DM992 RS05930 WP 111016080.1 .PAPANNSSTSGDRAERDEPAGADEYDSYASGDGNDGPQWNLDEFGRSSGASDDDDLPPLQVQEAATSLRDHLSAQLRVT 156
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEA....SYENGSDFDSDYGTERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLAPL 155
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NTDB id 296230 DM992 RS05930 WP 111016080.1 QAGPRDRALVMFLIESLDDDGYLTATLDEVLADLPPELEIDCDELNAALALLHSFDPAGVGARSASECLKLQLLRLDPSP 236
NTDB id 1425 RS RS02020 WP 011000369.1 KLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SP 234
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NTDB id 296230 DM992 RS05930 WP 111016080.1 TRTLALEIVSQHLELLAARDFTRLRKHLKASDDALRDAHALIRSLEPFPGAAYGKAEADYVVPDIIVKKAGQGWLAELNP 316
NTDB id 1425 RS RS02020 WP 011000369.1 AKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNP 314
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NTDB id 296230 DM992 RS05930 WP 111016080.1 EVVPRLRINNLYANILRNSRGDPSTGSLKQQLQEARWLIKNIQQRFDTILRVAQAIVERQKNFFAHGEIAMRPLVLREIA 396
NTDB id 1425 RS RS02020 WP 011000369.1 DVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIA 394
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NTDB id 296230 DM992 RS05930 WP 111016080.1 DTLGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKSPLSDSRIAELLAEQGF 476
NTDB id 1425 RS RS02020 WP 011000369.1 DTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGF 474
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