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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......MKQI.......IRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILD 67
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ......MNHV.......FRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILD 67
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ......MNHV.......FRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILD 67
NTDB id 296195 DM558 RS02250 WP 127161863.1 MKNNTLIKHIEKSQSARFSRLAMALLSMAVTP.MLFAANLKDMEVASLPGEQVQLKLIFDEPVKLPSGYTIDQPARIALD 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .............MNSGLSRLGIALLAAMFAP.ALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALD 66
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 FDKAGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATP......VATSA... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKP......LPVVS... 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKP......LPVVS... 138
NTDB id 296195 DM558 RS02250 WP 127161863.1 LPGVTNQVKEKRRTVDIGNVKNLTVVEAGNRTRLVVGLNSLVPYTSRVEGNNVYILLGDSNTNTATKPATLTVATSSVKP 159
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPGVQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKA..SPAP 144
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ................AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ................AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 296195 DM558 RS02250 WP 127161863.1 TTSTVKTNTTSIVPSISGVDKIDSVDFRRGDGGEGDIIIQLSNSNISPEIQERNGRIVLSFPKTQLPEALRVRLDVTDFA 239
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASY...AQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLA 282
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
NTDB id 296195 DM558 RS02250 WP 127161863.1 TPVKFVNSTSDANGSTITIEPRGNYDYLVYQANDKLTVSVKSISAEDKQRHLEDQGIFKGERLSLNFQNIEVRSVLQILA 319
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIA 301
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 296195 DM558 RS02250 WP 127161863.1 DFTKLNLVASDTVTGNITLRLQNVPWDQALDIIMRTRGLAKRQEGNILIIAPADELAESARRIYDAQETLKATQPLRREL 399
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN............TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQK 430
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQH...TSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQS 438
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQH...TSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQS 438
NTDB id 296195 DM558 RS02250 WP 127161863.1 IQVNYADATAIIGLFQATMSQTNSIQTGQTTSGAGT..............YSANMTMNDRGSLTVDKRTNTILAYQTEER 465
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQ.............................EGKEGGRGSITVDDRTNSIIAYQPQER 432
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 IDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS..........N 500
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK..........D 508
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK..........D 508
NTDB id 296195 DM558 RS02250 WP 127161863.1 LQELRRIVAQLDKPVRQVMIETRIVEANVSFAKSLGVRWAADIGKTG...NLHSYGGADGRYNSKSGSDGNFANTGTNIG 542
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHK.G...NWSGYGKD.GNIGIKDEDG...MNCGPIAG 504
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....GTYTIERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVP 575
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVP 587
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVP 587
NTDB id 296195 DM558 RS02250 WP 127161863.1 FDEDKNAYTIPAAA.PVVDLGAANA.TSGFGIGYI.TKNLMLDLKLNAMQKSSQGEIISQPKVTTSDKEKATIMKGQEVP 619
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SCTFPTTGTSKSPS.PFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVP 581
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 YQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGG 654
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGG 666
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGG 666
NTDB id 296195 DM558 RS02250 WP 127161863.1 YQEATSSGAT...STSFKKAVLSLEVTPQITPDNQVMMEVKVNKDSVDYSRSVAGVPPIDTNEVTAKVLVGDGETIVLGG 696
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGG 658
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 VFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 296195 DM558 RS02250 WP 127161863.1 VFQNTQSKTVEKVPYLGDLPVMGRLFRRDTVDNNKQELLIFITPRIIDNKAFAVSR 752
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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