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consensus E N S I A T B S T A RS * %k % | * B e I B [ k Doskokskokok Dok DL D DD Dkl ko Dok |k



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2961
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
78 DM810 RS02870 WP 110477766.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
€694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

LVt

50, D LU Sl ol

G WMGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR
G MG S GLQAR
GDMGDS  GLEIAR

GDMGDWNHVGLQAR
GDMGD[HVGLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
MGD [FGLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR
MGD HVGLQAR

GDMGDEHVGLQAR

kP bkl b Pk Dk Dok % kk ko

|

NI FETTY

PIUERT Tl 8 ULxl LD TT1L]

233
232
232
232
232
232
232
232
232
217
219
231
220
227
219
221
221
235
219
219
219
227
218
218
218
218
218



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313

296178 DM810 RS02870 WP 110477766.1

1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1

A1552VC RS01565 WP 000344154.1

GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

IMGNTQKGTG .
IMGSTQMKGTG .
IMGSTQMKGTG .
IMGTTQMKGTG .
IMGNTQEKGTG .

-— [evii=ci=cii=cli-cli=vlt=-]i--li-c - - - - ]i-vlt-v -c }-c ==~
*

SVRLMR Qlyore Sabadf

RGSTKIEEGS.
IMGNTQEKGTG .
IGNTQMKGTG .
IMGNTQMKGTG .

GDNKTQ
DQK
DQK
DQK

TR Heelssa,

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNK PPF
KVVKNKVAPPF
KVVKNKVAPPF

AKVVKNKVAPPF

K VVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK APIPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

YRR

T+

TN

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IFHYGEGIS
IMYGEGIS
IMYG GIS

IMYGEG S

M GEG S
IM GEGIS
IM GEGIS
IMYGEGIS

kokok bk D kkk skk

oc:c:ot:c:ct:s:x:xs:x:x:xs:z
< <

[CAAASESIvASESI>NL]

L AveuDl s

*

Al

SDLDEREKIMA{CTANEN(K
SDLDEREKIMA{CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLIESEKINA{CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDEREKIMA{CTANEN(K

312
311
311
311
311
311
311
311
311
292
294
307
295
307
294
296
296
310
294
294
294
302
293
293
293
293
293



logo

NTDB id 600

NTDB id 269

NTDB id 228

NTDB id 194

NTDB id 159

NTDB id 499

NTDB id 527

NTDB id 453

NTDB id 408

NTDB id 115

NTDB id 625

NTDB id 1313
NTDB id 2961
NTDB id 1334
NTDB id 1245
NTDB id 1214
NTDB id 1211
NTDB id 1389
NTDB id 1130
NTDB id 1124
NTDB id 1123
NTDB id 1427
NTDB id 1165
NTDB id 1142
NTDB id 1074
NTDB id 1022
NTDB id 1205
consensus

Ellts Y| KECE =of

=i

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1

R

SISk b ey b = 8P e pE B e s BEEY. L DLCDELE) E
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . ...
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES....KKDE....VAQVDS..VNEEVTLDLGDELEIE

Spy49 1753c ACI62003.1 LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK. ...... ETDEK . .ADKNLVLELDDTIELE
BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL .EFE.E. . oot te i ee e e
LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE.....ouv....
DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAEA . « o oo vt
78 DM810 RS02870 WP 110477766.1 DILGNeI GBS VEEBAKIHKKNMLNAIKKNBINQHFQ . -« o o o e e e e e e e e e e e e e e e e e e
RAOC RS04870 WP 004918236.1  DTIAMNERB T VRELEKBNZEEABMEAKBIEKLQAK . « o o o oot e e e e e e e e e e e e e e
Cj1673c YP 002345041.1 EGMI..... SGSEDDE. .GEE . v e o ee e e e
NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDEP..LEEME. . ... oo veeeeannnn..
€694 RS00795 WP 000963128.1 SNEEI..... MPLPDEP. .LEEME. . .ot o oo
A4U84 RS07560 WP 021112712.1 SNPNS. . ... VLKATASDSNDESD..VEEFSEEEL...........
NGFG RS03960 WP 003688695.1 EMHI..... TEGTQDETD. ....... GERPEE. ............
NGFG RS03960 WP 003688695. 1 EMHI..... TEGTQDETD. ....... GERPEE. .......o....
0K783 RS03845 WP 003688695. 1 EMHI..... TEGTQDETD. ....... GERPEE. ............
RS RS02760 WP 011000510.1 TPMG. . ... AV.TLAEEVEED . . o v v ovee e e
A1552VC RS01565 WP 000344154.1 WEMLLNPENM. . . .. QLIAETSSAADDVE. .FGAVPEEF............
GTF74 RS11550 WP 000344154.1 WEMLLNPENM. . . .. QLIAETSSAADDVE. .FGAVPEEF............
ABD1 RS10195 WP 000344167.1 WEQLLTTGTN. . . .. GAVQ.I.EDEEEPD....LLLES.............
ACIAD RS06390 WP 004925639.1 WEQLLTKASD. . . .. QTAA.HDETEEEPD....LLES..............
PSJM300 05545 AFN77183.1 UAKLLETSAN. . . .. TKATPVAEDLADAD . . .. T oo

[ * %k * % %k * * %

387
385
385
385
385
381
381
377
382
348
355
363
330
343
343
347
347
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 296178 DM810 RS02870 WP 110477766.1 ... 330
NTDB id 1334 RAOC RS04870 WP 004918236.1 C 343
NTDB id 1245 Cj1673c YP 002345041.1 R 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 . 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1074 ABD1 RS10195 WP 000344167.1 C 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



