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TASSGWKGKRFMLPNAEYMIHQPMGGEGRIGTQQTDMAINAENLLKTR]S:
TASSGUKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMA IYJAE[NLLKTR|6}
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIAI
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TASSGE\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
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TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQ DMAIAAENLLKTRIEY
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s#3
IASSGTKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRHR
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