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NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIET 66
NTDB id 1307 DR RS10055 WP 010888596.1 ..........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEK 70
NTDB id 296041 DLE54 RS08865 WP 110816908.1 MIQGIDEVTHANAIDSLTALLRHTQSLKASDLHLSAGMPAMLRIDGEITSTNLPALTHTQIQQYIASTLSPAQMSEFEQH 80
NTDB id 1086 NMV RS00245 WP 002218487.1 ..............MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQN 66
NTDB id 1116 NGFG RS10615 WP 003690200.1 ..............MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQN 66
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ..............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEK 66
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ..............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEK 66
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ..............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEF 66
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ..............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEF 66
NTDB id 1202 PSJM300 01600 AFN76400.1 ..............MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEF 66
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ..............MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEF 66
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ..............MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEK 66
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ..............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEK 66
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ..............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEK 66
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ..............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEK 66
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 HECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPP....ILKELAMSKRGIIIFSGATGTGKSTSLA 142
NTDB id 1307 DR RS10055 WP 010888596.1 RELDFSFA.LGDKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQ....TVIDIANAPRGLVLVTGPTGSGKSTTLA 145
NTDB id 296041 DLE54 RS08865 WP 110816908.1 MTLDYALD.VADVGRFRVNIFQQHRGIAAVFRAIPDALLSLQQLDLSSDNKATLQQITQLNHGLVLVTGPTGCGKSTTVA 159
NTDB id 1086 NMV RS00245 WP 002218487.1 LEVDFSFE.LPNVARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPS....IFQKIAESPRGMVLVTGPTGSGKSTTLA 141
NTDB id 1116 NGFG RS10615 WP 003690200.1 LEVDFSFE.LPNVARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPS....IFQKIAESPRGMVLVTGPTGSGKSTTLA 141
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LEVDFSFE.LPNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPE....IFSKIANYEKGLVLVTGPTGSGKSTTLA 141
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LEVDFSFE.LPNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPE....IFSKIANYEKGLVLVTGPTGSGKSTTLA 141
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FETDFSFE.IANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPP....IFKEMASFSRGLVLVTGPTGSGKSTTLA 141
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FETDFSFE.IANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPP....IFKEMASFSRGLVLVTGPTGSGKSTTLA 141
NTDB id 1202 PSJM300 01600 AFN76400.1 LETDFSFE.VPGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGE....VFRKITDVPRGLVLVTGPTGSGKSTTLA 141
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LETDFSFE.VPGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGE....VFKRVSDVPRGLVLVTGPTGSGKSTTLA 141
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LETDFSFE.VPNLARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGK....IFRDICDYPRGLVLVTGPTGSGKSTTLA 141
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LETDFSFE.VPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQ....IFKDICDYPRGIVLVTGPTGSGKSTTLA 141
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LETDFSFE.VPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQ....IFKDICDYPRGIVLVTGPTGSGKSTTLA 141
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LETDFSFE.VPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQ....IFKDICDYPRGIVLVTGPTGSGKSTTLA 141
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 SMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETG 222
NTDB id 1307 DR RS10055 WP 010888596.1 SMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETG 225
NTDB id 296041 DLE54 RS08865 WP 110816908.1 ALVDHINQTRAAHILTIEDPIEFIYHAKKSLINQREVARHTADYTKALRSALREDPDVIVIGELRDLASIRLALTAAETG 239
NTDB id 1086 NMV RS00245 WP 002218487.1 AMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETG 221
NTDB id 1116 NGFG RS10615 WP 003690200.1 AMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETG 221
NTDB id 1185 GTF74 RS11940 WP 000350195.1 AMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETG 221
NTDB id 1176 A1552VC RS01160 WP 000350195.1 AMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETG 221
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETG 221
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETG 221
NTDB id 1202 PSJM300 01600 AFN76400.1 AMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 HLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYK 302
NTDB id 1307 DR RS10055 WP 010888596.1 HLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQ 305
NTDB id 296041 DLE54 RS08865 WP 110816908.1 HLVLATLHTRSAIKSIDRIVDVFAADEKDMIRFLLSESLQAVISQILIKR.PEGGRIAAHEIMMATPAICNMIRQNKLAQ 318
NTDB id 1086 NMV RS00245 WP 002218487.1 HLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQ 301
NTDB id 1116 NGFG RS10615 WP 003690200.1 HLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQ 301
NTDB id 1185 GTF74 RS11940 WP 000350195.1 HLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQ 300
NTDB id 1176 A1552VC RS01160 WP 000350195.1 HLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQ 300
NTDB id 1283 ACE17W RS02630 WP 010947729.1 HLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQ 300
NTDB id 1259 GCO85 RS10305 WP 010947729.1 HLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQ 300
NTDB id 1202 PSJM300 01600 AFN76400.1 HLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQ 300
NTDB id 1194 PAKAF RS01995 WP 003084552.1 HLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQ 300
NTDB id 1020 ACIAD RS04210 WP 011182164.1 HLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQ 300
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ 300
NTDB id 1060 ABD1 RS04380 WP 000355489.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ 300
NTDB id 1040 H0N27 RS13360 WP 000355489.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ 300
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 IKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIK.LSEE........ANKPLD..NRERMSEMER 371
NTDB id 1307 DR RS10055 WP 010888596.1 ITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGR 385
NTDB id 296041 DLE54 RS08865 WP 110816908.1 MYSAIQTGHSQGMQTLDQALTDLIQRKLISPHSAQHHAKLC....................................... 359
NTDB id 1086 NMV RS00245 WP 002218487.1 INSVLQTGQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF.................................. 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 INSVLQTGQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF.................................. 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 MYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 MYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNK.SLF................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 MYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNK.SLF................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 MYSSIQTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQP.ENF................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MYSAIQTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKIP.ENF................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MYSSIQTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKSP.ESF................................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MYSAIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQP.ESFL.................................. 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQP.ESFL.................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 MYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQP.ESFL.................................. 345
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