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NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKKISECSSGKN 80
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTNCTGGKN 77
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTSCTGGKN 77
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGY.ENAVNEGAVPTKLSDVGFT 72
NTDB id 1191 AAC28468.1 484..945( ) .....MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGN 75
NTDB id 296017 DM611 RS17690 WP 110714370.1 .......MKNQKGFTLIELMIVVAIIAILAAIALPAYRDYTVRAKVSESVMALSACKTSATEFFSSKNALPTTLAEAGCN 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .......MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAGS 73
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYV 72
NTDB id 1274 LPP RS09530 WP 011214168.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYV 72
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 GVRA..DKSDVPDAKYLKS...ISVASGVITVAGKGN...IDGYGYTMTP.KF..ANNNITWATSCQG...ADISLFPAN 146
NTDB id 1365 NTHI RS01955 WP 011271973.1 GIAA..DITT..AKGYVKS...VTTSNGAITVKGDGT...LANMEYILQATGN..AATGVTWTTTCKG...TDASLFPAN 142
NTDB id 1354 HI 0299 AAC21963.1 GIAA..DIKT..AKGYVAS...VITQSGGITVKGNGT...LANMEYILQAKGN..AAAGVTWTTTCKG...TDASLFPAN 142
NTDB id 1038 H0N27 RS01510 WP 000993725.1 AATSSV......CATYSIDAFTETDGAGKITCTLKGN.......PKIATKIVELTRSTDGAWTCVSDV....PTEFLPKG 135
NTDB id 1191 AAC28468.1 484..945( ) VIFDSAN..GLDGKYFAPGGVTVTPDTGAINIAF..DAGANAGKTMTITPTVIAASGQISTWTCAPGAANGIETRRLPTS 151
NTDB id 296017 DM611 RS17690 WP 110714370.1 EA.......AANISQYVNKLSLG..DAGAISVETKATGAKAAECTLTLTPTVT..AGEITAWTGSHSG...CDAKYVPAN 139
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SCVGVQEISASNATTNVATATCGASSAGQIIVTM..DTTKAKGANITLTP.TY..ASGAVTWKCTTTS....DKKYVPSE 144
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........SPAATPNVQSIAIG..ANGVITITY..TA.AAGGGTIIMTPTLQ..ANGDVTWTCTGGT...LLAKYRPAS 133
NTDB id 1274 LPP RS09530 WP 011214168.1 .........SPAATPNVASIAIG..ANGVITITY..TA.AAGGGTIVMTPTLQ..ANGDVTWTCTGGT...LLAKYRPAS 133
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NTDB id 296017 DM611 RS17690 WP 110714370.1 FR............ 141
NTDB id 1002 ACIAD RS15100 WP 004923779.1 CRG........... 147
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