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1007 ACIAD RS15000 WP 004923844.1  ............... MRVR, GFTLIELMIVVAIIGILAAIAYPS NMKI VNRIDVQSELIRVSQQ

1062 ABD1 RS15720 WP 000788345.1  ................. IGFTLIE MIVVAII INWVRNATIZSMLOMLREGHRBAVQSEMMNIAQT

1273 LPP RS03425 WP 010946364.1 MLSHVHFMK. . . .NSRMK[NSENERA GIL AW YIZSHMLQMIQKESRRADEHATLTQDQIIYRCYSQNFSYAA
1260 GCO85 RS03355 WP 010946364.1 MLSHVHFMK. . . . NSRMKI[N SR GIL IVAYIESHLQMIQ RCYSQNFSYAA
1415 SGL RS07945 WP 010872381.1 MASNFKFKLLSQLSKKRA GGFTLIEL IIG LAATA PNLLGQVG

1354 HI 0299 AAC21963.1 ........ MKLTTLQTLKKGFTLIELMIV AII ILA IAIPS AAV ELLQASAPYEAD LCVYSTNETTS
1365 NTHI RS01955 WP 011271973.1 ......... MKLTTQQTLK)CI NNy AR A RN ILA IAIPS AAVEELLQASAPY|SADMSLCVYSTNETTN
1033 TT RS11945 WP 011173287.1 ............... UAWAKGFTLIELIV AIT ILAA lIPNLLAARK MYQIDNNSYTS
1006 ACIAD RS15005 WP 004923843.1  .............. RN GF TLIELM (VV[IT IlAAIAIPS IR SNLAM RYRSRNFSYKG
1109 OK783 RS10670 WP 157147416.1  .............. IWIMRROKGFTLIELMIV AI GILAA A PRY AQV ILLAEGQIESAMTEYYLNHGIWPK
1119 NGFG RS11465 WP 017147169.1 .............. IVIWNNROKGETLIELMIV AI GILAA A PEY AQVI ILLAEGQESAMTEYYLNHGKWPE
1309 DR RS02825 WP 034349477.1 ... . . . ... JUVSWWINGFTLIELMIV AIIGILAA EIPNLLGARA ANDSATQSYIRNCYTAM®VARGADGRLPA
1197 PSJM300 03940 AFN76866.1  ............. SNAAA

1204 PSJM300 03935 AFN76865.1  ........... STAAS

1424 RS RS02795 wP 011000517.1 ....... VIS IRNCAYOKGFTLIELMIVVAT 'GILAATATPEY QI YRy - Le:AY LSLAAQAJSAL

1188 NELON RS01755 WP 003772458.1  .............. SKV LIAASSPJSSA

1191 AAC28468.1 484..945( ) ..., AQA FKATAGLQTD

1274 LPP RS09530 WP 011214168.1 . ............... ARV LTLADSAELA

1258 GCO85 RS09745 WP 014844212.1  ................ ARV LTLADSAJSLA

1292 VP RS12235 WP 005479693.1 ..........

1184 GTF74 RS02335 WP 000649326.1  ..........

1167 A1552VC RS11065 WP 000649326.1 ..........

1160 ABDM36 RS02330 WP 000649326.1  ..........

1079 FDQ49 RS11140 WP 022575996.1  ...............

1038 HON27 RS01510 WP 000993725.1  ...............

1400 DSB67 RS12660 WP 010643261.1  ..........

296003 DM292 RS21835 WP 110777984.1 ............ N SNDEVENADAKNTLTVMSAAQL. ... ...
1192 PAKAF RS23870 WP 024947914.1  ............... SEGASHLASVNPLFTTMEEALSRGWSVKS
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1160 ABDM36 RS02330 WP 000649326.1
1079 FDQ49 RS11140 WP 022575996.1
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TPISSTMQ
NATIQSIYG. o v oot oo e e e SNVSPLQGKALYTLAFTTL........... NDSTWVERMYAWP IANTSQ
ACGALPAFP. . ... QTTPNGY. ..o venn .. YTINISNET............ ATTYTERNARPY . . . . .
ACGALPAFP. . ..o, QTTPNGY. . .......... YTINISN@T............ ATTYTERNARPV . . . . .
DTETLEVPA . o oo oo PDG.v oo NFFSFAMNTADNTEAIQDATALNWEADGERSM.
CTGGKNGIA. o v oo e, ADI........ KTAKGYVASII .............. TQSGGEIVKGN. . . ..
CTGGKNGIA. .o ve oo, ADI........ TTAKGYVKSMT.............. TSNGAERNVKGD. . . ..
NQAALISL . o oo v oo GL e e e e e e e KSTPANMMFEIVSAS
FDATYLYQDKSGQTLAKFDSTKQIVQLPLDTS........ NTKYTLAYV| DTTTNNPLLTSANAIGQGWA KAMSA . . ...
DNTSAGVAS . « v v A.ST. ..., IKGKYVQK .............. AKGVEBEAQMAS
NNTSAGVAS . .o oo PPTD.......... IKGKYVKEMEM. .. ........... KNGVERIAGMLS
AGNCDS e o v e e e e e e e e e e e TANLGTNA ............. ATPGAERNAAGAY .S
TSTDEGYI . o o ov v e GIT......... DSTSYCDMDM. .......... DTAADGHEECHAK . . . . .
VSSLPGFI. . oottt GIG......... ASTNYCTMTH........... IATATGSERICHTQ. . . . .
VoGSSVET . o et e e e e e PTKNVANBTH......... AGTGTVPGQEMNVINYTTAA
TAAAKAFNK. ... .o, TAAAGGGAGGAAAAGTQHASKYVKS ........... EASPWD@MYVAISATE. .
AAALVAGNV. . oot IFDSANGLD . ....... GKYFAPGGMTMT. ... ........ PDTGANIAFDAGA. .
TQAATGY . o v oo VSPA. ... ATPNVASEA. . ........... IGANGVIMSIFYTAAA . .
TQAATGY . o oo oo VSPA. ... ATPNVQS ............. IGANGVIRNIGNYTAAA . .
Ao .. R LAQLGVDV.......... AANDLGA@D. ......... SALAGGSPTEMIFINFDADS . .
TTAGTAAGFTRLGT......... VEDMG . . oo eeeeeee e DGKEVE. . .. ... APTASGALGGT@KY@FDA . . . .
TTAGTAAGFTRLGT......... VEDMG . v v oeeeeeee e DGKEVE. . .. ... APTASGALGGT@KY@FDA . . . .
TTAGTAAGFTRLGT......... VEDMG .« v oeeeeeee e DGKEVE. . .. ... APTASGALGGT@KY@FDA . . . .
GATAVTAADKVSGK......... YGDAEIGGT .« o v e e e e e e e e e e e APNCTEIYWFKS. . . .
VPTK e eee e LSDVGFTAATSSV....CATYSIDAFT. ......... ETDGAGKITC. .WLK. . ...
DAGAFKTK . ..o oo CHQTANGIP......... AAFTLNNETHT. ... .... PAAGAASGAMBIRVNAAN . .
GTGTEDAT . . o v oeeenn.. KKEVPLGVA. ....... ADANKLGTHABK. . . . .. PDPADGTADITHEFEMG. . . . .
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AGNEIT. . o oo e CLNQDBQKEHSKA . « « o v ee e e e e e e e e e ATA
AGDEITI....... ... ... CLNDQEQKFIAKG . . . o oo ATD
.. . [TQAKDTECASMSINQ...ANVKTAVDSSANAQPEC|UNP . . . . . oo e G.
.. . [TQAKDTECASMSINQ...ANVKTAVDSSANAQPECUNP . . . . . oot e G.
CSGETEY . oo DSETRABSTVV@RAEAGSEDT . . ... ..o vve .. PPTPGGAND
CMTLA. ... ... NMEYILQAK..... GNAABGVTITT. .TCKGTDAS . . . . . .o oo LFPANF
.J8TLA. ... ... NMEYILQAT..... GNAATGVTITT. .TCKGTDAS . . . . . oo oo LFPANF
L BNL S YCMIAGHSEGTV|JFA. .ATPDKGVY. ... ........... KTNTAVTSSQPES
. .DNNNYSL..... LLTNTG............ FSCKNKTUAN . . o oot e ISSSS
.. TVNKEIQ....... DK...... KLSLWAKRQD@SVK|YF . . . TVADANNAIDTKHLPST
. .S[VNNEIK....... GK...... KLSLWGRREN@SVKI|JF . . . ADAKDGKEIDTKHLPST
.LDTGSKFAVTATSVTNKTFCFDGAKMGEGTGAT@A . . . . ... ®TESTSTGTGTGTGTGTGTGTGTGTGSN. ... ....
..GENAGKFD.............. GK.TITL.NRTEDGES. . .ASTLDAK. .. ... ... YKPGK
N[EMPDREFN.............. GK.TITI.ARTTDGL|YD...®TSDLDSR...... ..., YKPGK
GGETLALVPTA....AGT...... A.LPVSSAPS@PIMWT. . .YAQNKAQAASS....VAP...SGTMSLAAKYAPAE
ANEIPTGLDGN....TIRLFPLVNK.AVPAATST@AID|YA . . .[ASAAKETADKR. .. .FGTGSGVAVGTLPAKYAPSE
NAEKT........... MT..ITPTV....IAASGQISTT. . .APGAANGI................... ETRRLPTS
GGETI........... VM. ........ TPTLQAN@DVTT . . .@TGGTLLA. . ... ... i KYRPAS
GGETI........... IM......... TPTLQAN@GDVTT . . .[@TGGTLLA. ... ... i KYRPAS
..................... SIDGG.ILTFT.RDEATGYS. . . C .. IAVDG
G SS..... SK..IQL.ARDBNGL[T. . .®STTVTSE. ... .. ... ... ........... TAPKG
G SS..... SK..IQL.ARDBNGL[T. . .[STTVTSE. ... .. ... ... TAPKG
G SS..... SK..IQL.ARDENGL[T. . .[STTVTSE. ... ... ... ... TIAPKG

L SVS . NK..LTSTK.IVMNV.SETGILTKN..SGTDTPVE........ ... ... .. ..., LLPQS
.GNPK. ..o IATK.IVELT.RSTDGAIT. . .VSDVPTE. ... ...ttt .. FLPKG
DKEPI........... KQ NEKY.ILTATYASNGVT|YS...SECKDATN. .. ... ... . AVQTSY
GAEPK........... NK..... GK.IITLTRTABEDGL[K. . .@TSDADEQ. .. ..o ettt FIPKG
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