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MKQEIGYLRQSTINKQQSLAAQKQINIEA AJSKHNIQMIFYSDKQSGREDIYRIGY[NQMT LIQQGQCD LCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEATAEKHHIQHIN YSDKQSGRKDNRSGYRQOMTQLIQQGQCDILCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQATIEATAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN

LRI Coi) VD LA FAE XD R T el

LKNALKL KLCQIWYHVHILSVHDGYFDMDIYAFDRIMKLNIFISLAELESDNIGEQV NG JMEKAKQG ITTHAPFGYJ|IYH
LKNALKLIKLCQTY VHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH

170 RPN G e YARN Y N el 5 Vs

NGTFI a4 PTVKAVEFNYY [GMGYKKIAQMLEED |4 INRUWPYQVRNII NPNYCGRVEMNQYGQ NMFP IVST I
NGTFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGENFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI

e TR A R Ml

YE AQUENR QK]¥ Kij3¢PS NQLKQKIKCPYC TLTNMT RKKBIHTLRYYVCPNNMNASRFVC FKGINAQIALERIVLEYS
YEQAQRLRSQKQWKQTPSDNQLKQKIKCPCCNRATLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEYV]
YEQAQRLRSQKQ KQTHSDNQLKQKIKCPCCN TLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEYV|

A0 o, L DT Rl

CWDF QNQME Y KINBM{IN[WR KRQR IEW @TLIGIEQLIEKLAQMYIDAETFREQTQSLRQQESI SIEMR(Q I INAQ
C DFYQNQRIYTKIKEAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ
C DFYQNQRIYTKIKMAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ

Dy

NIIQWRFTLN LYPYI BINI K KSLWGIYFKNEPLNIVIJQTM IS I| MYt
NIIQKRFTLNILEPYIETIHITKDKNLIGIYFKNEPLNIVNQEAMQSS I QRS
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIAJEYAS
Trlx1

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

320
320
320

400
400
400



