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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 295393 DKY63 RS27120 WP 110966935.1 MRTGMVALALGLLALRFLPALPPVGLWLLLPVVGLMLLPF........RT....YPVAFFLFGLSWAGAQAQSALDDRLR 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF........RW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 295393 DKY63 RS27120 WP 110966935.1 PNLDGETRWVEGRVVGLPAHGDAAVRFELADTRS.RHGRVPQRMRLAWYGG....................AAVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 295393 DKY63 RS27120 WP 110966935.1 RLAVKLKRPAGLLNPHAFDYDAWLLAQRIGATGTVKDGERLAEA..............RWAWRDGVRQRLLQVDAQ.GRT 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
consensus *!***!!!! ***!! *!!*****!! ***!*!*** !*!***! *!!***!**!! *** ***

logo

P
G
A
V
L
I
A
VALVLVGDQGASGI

L
A
S
Q
R
T

E
ADWEQRRVFLRQRDTGI

T
S
VHLLMVSVI SGLQHVITGLMI

LAGLFLVGYLAVL IVWALMAGLLWRRSFGLARYWLGI
L
R

T
WPLPALQRMLLPAWQLRPAWGAACVGAL

NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 295393 DKY63 RS27120 WP 110966935.1 GVLVALVLGDGAGLSREDWQVLQDTGTVHLLVISGQHIGLLAGLVYLLIAG.......LARYGLWP..ARLLWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 295393 DKY63 RS27120 WP 110966935.1 AFAAALGYGLLAGFEVPVRRACLMIGLVLLWRLRFRHLGAWWPLLLALNGVLLLDPLASLQPGFWLSFGAVLVLIFTFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 295393 DKY63 RS27120 WP 110966935.1 .......RL.......GPWRWWQTWTRAQWLIAIGLAPLLLVLGLPISLSGPLVNLLAVPWISMLVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 295393 DKY63 RS27120 WP 110966935.1 YVGEGLLWLAGGLIDGLFRGLGMMAGQVPAWIPVTVSGWVWGLGAIGAFLLLLPRGVP...LRPLGWPLLLVLVVPPKPA 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 295393 DKY63 RS27120 WP 110966935.1 LPEGVAEIWQLDVGQGLAILVRTRHHTLLFDAGPRMGDN.DLGERVVVPVLRKLGVDALDQMIISHAHIDHSGGAQAVTR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 295393 DKY63 RS27120 WP 110966935.1 ALRVQQVISGEPEEL.......PAELQALECESGRQWTWDGVNFELWRWA......DARESNPKSCVLQIEASGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 295393 DKY63 RS27120 WP 110966935.1 GDIDASAERVLLD..SPLAVQTDWLQSPHHGSRSSSSTALLNGLQPKAVLISRGRGNSFGHPHPTVVARYRKRGMAIYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 295393 DKY63 RS27120 WP 110966935.1 AEQGAIHLQLGRF..ELPRSMRLERRFWRDPPPAPE............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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