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INRVVLVGR I

LTKRDPVDELRYTGPSSNGDAAVAGSTFSTI
L
MAVENRNQTFTNAQRANSGEDREADF I SNCVTIWRRKPQSAENVFANFLTGKKGASMLAVAGVEDGRLQTR

NTDB id 295231 DLJ48 RS03465 WP 128685943.1 MINRVVLVGRITRDVELRYTGNGDAVGSFTIAVERNFTNRAGDREADFISCVIWRKPAENFANFTGKGAMVAVEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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LLEPSTKRANTGQTGSTGEAQSGRQRSAGDQGNAGSTGPQANGGNAFYSNESAGNANQPSGNRSGGQSSQNFNYFIGPGTGQQNQDPQSNGPFDGTGSNPQFQNQSTNGNQNRSAQRNPSASTN

NTDB id 295231 DLJ48 RS03465 WP 128685943.1 TYDNNQGQKVYVTEIVVDNFQLLETRAQSEARRAQNGTPANGNASSAAPRSQSNFNIPTQQQPNPFDSQFSNNSQSASTN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ...NFNSNQSNGSQ.........QSGFTSPQQTGNAP.... 144
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....G...GYNEGNSGGGQ..YFGGGQNDNPFGGNQNNQRRN.... 146
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NTDB id 295231 DLJ48 RS03465 WP 128685943.1 HNQANNSSSPFNTDAGNDSLDISDDDLPF 189
NTDB id 624 LCA RS00040 WP 011373726.1 .AANNTQADPFAN..NGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 .QGNSFNDDPFAN..DGKPIDISDDDLPF 172
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X ≥ 50% conserved


