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NTDB id 29473 CPHY RS08720 WP 012199708.1 MSHKEEYKLGQSNRRKQMGPPGPGMGGAGEKAKDFKTTWVKLLKYCKKYWAVMVIALSCVVMGTVLTLIGPDKLSELTDLITKGI 85
NTDB id 370 SMU RS04260 WP 002263294.1 ..............................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL 55
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NTDB id 29473 CPHY RS08720 WP 012199708.1 VTGIDLDGVARIGWTLVIFYGLSFLLSLIQGVVMATITQNVSKQLRGDISAKINRLPMWFYNKTTTGDVLSRVTNDVDTIGQSLN 170
NTDB id 370 SMU RS04260 WP 002263294.1 AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFN 140
consensus !!!! ** !* !! * ! !*! ** !* ! ! !! ! !!!**!* ** ** !! !!!!!!!!! * !! !

logo QSLVGVSTLMVASAI ITLL IVGS ILFIMMI
LKTNGVAFLMATAITAI LVASTVCFAIGFVLMSMTLVIMAGKSQKPLYFKVKRQQAQHNLAGDE I

V
N
SGHYI

VEE I
VYDSGHNTI

VVKSASYNAGEIAQKQ
NTDB id 29473 CPHY RS08720 WP 012199708.1 QSVGTLVSAITLLVGSLIMMLKTNVFMTITAIVATCIGFVLMMLIMGKSQKYFVRQQQHLGEINGHIEEIYDGHTIVKAYNGEAK 255
NTDB id 370 SMU RS04260 WP 002263294.1 QSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQ 225
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NTDB id 29473 CPHY RS08720 WP 012199708.1 AREKFVYLNNELRESNFMSQCLSGLMMPLMSFIGNFGYVAVCVVGAVLVMNNTISFGVIVAFILYVRYFTQPLSQLAQAAQSLQS 340
NTDB id 370 SMU RS04260 WP 002263294.1 SKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQS 310
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NTDB id 29473 CPHY RS08720 WP 012199708.1 AAAAGERVFEFLEAEEMEDELAKTRKLENVQGKVDFEHVNFGYEGSDKAIINDFSVSTKPGQKVAIVGPTGAGKTTIVNLLMRFH 425
NTDB id 370 SMU RS04260 WP 002263294.1 ANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSP.DKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFY 394
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NTDB id 29473 CPHY RS08720 WP 012199708.1 EIQSGTIKIDNIPVHQLRREDVHEQFCMVLQDTWIFEGTVRENLVYSTENVSEQTLEEACKAVGLHHFIRTLPHGYDTMLNDQLS 510
NTDB id 370 SMU RS04260 WP 002263294.1 EVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVT 479
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NTDB id 29473 CPHY RS08720 WP 012199708.1 LSAGQKQQLTIARAMIADRPMLILDEATSSVDTRTELIIQNAMDELMKGRTSFIIAHRLSTIKNADLILVMKDGDIIESGNHNEL 595
NTDB id 370 SMU RS04260 WP 002263294.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQL 564
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logo MAKEQGNGFYADLYNSQFDTAEAEVA
NTDB id 29473 CPHY RS08720 WP 012199708.1 MKQGGFYADLYNSQFDAA.. 613
NTDB id 370 SMU RS04260 WP 002263294.1 MAENGFYADLYNSQFTEEVA 584
consensus ! !!!!!!!!!!! **

X non conserved

X similar

X ≥ 50% conserved


